4?/ Corrected sequence Listing2.ST25 ^c/Y, 7^ 

V*,. SEQUENCE LISTING V/W * 

<110> PoustlcaTet al . 'Q/0 

<120> PROTEIN (TP) THAT IS INVOLVED IN THE DEVELOPMENT OF THE NERVOUS SYSTEM 

<130> 4121-129 

<140> 09/914,549 
<141> 2001-08-24 

<150> PCT/DEOO/00583 
<151> 2000-02-28 

<150> DE 199 08 423.8 
<151> 1999-02-26 

<160> 39 

<170> Patentln version 3.1 

<210> 1 

<211> 242 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3).. (242) 

<223> 

<400> 1 

ag cga gtt act cac get tec cct cca teg gaa gec age cag gee aaa 47 
Arg Val Thr His Ala Ser Pro Pro Ser Glu Ala Ser Gin Ala Lys 
15 10 15 

acc cag caa gat atg cag tec agt ctg gca gee aga tat gca act cag 95 
Thr Gin Gin Asp Met Gin Ser Ser Leu Ala Ala Arg Tyr Ala Thr Gin 
20 25 30 

tct aat cac agt gga att gca acc agt caa aaa aag cct act agg ctt 143 
Ser Asn His Ser Gly lie Ala Thr Ser Gin Lys Lys Pro Thr Arg Leu 
35 40 45 

cca ggg ccc tct agg gtq cct get gca gga age age age aag gtc cag 191 
Pro Gly Pro ser Arg val Pro Ala Ala Gly Ser Ser ser Lys val Gin 
50 55 60 

gga gec tct aat tta aat agg aga agt cag age ttt aac age att gac 239 
Gly Ala Ser Asn Leu Asn Arg Arg Ser Gin Ser Phe Asn Ser lie Asp 
65 70 75 

aaa 242 

Lys 

80 



<210> 2 

<211> 80 

<212> PRT 

<213> Homo sapiens 

<400> 2 
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Corrected Sequence Listing2.ST25 

Arg val Thr His Ala Ser Pro Pro Ser Glu Ala Ser Gin Ala l_ys Thr 
15 10 15 

Gin Gin Asp Met Gin Ser Ser Leu Ala Ala Arg Tyr Ala Thr Gin Ser 
20 25 30 

Asn His Ser Gly lie Ala Thr Ser Gin Lys Lys Pro Thr Arg Leu Pro 
35 40 45 

Gly Pro Ser Arg val Pro Ala Ala Gly Ser ser Ser Lys val Gin Gly 
50 55 60 

Ala Ser Asn Leu Asn Arg Arg ser Gin ser Phe Asn Ser lie Asp Lys 
65 70 75 80 

<210> 3 

<211> 159 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(159) 

<223> 

<400> 3 

gqc act cac gag gtc cag age ctg etc atg aga acg ggt agt gtq aga 48 
Gly Thr His Glu val Gin ser Leu Leu Met Arg Thr Gly Ser Val Arg 
15 10 15 

tct act etc tea gaa aga tat acc cca tea tct egg cag gee aac caa 96 
Ser Thr Leu Ser Glu Arg Tyr Thr Pro ser Ser Arg Gin Ala Asn Gin 
20 25 30 

gaa gag gqc aaa gag tgg ttg cgt tct cat tct act gqa gqg ctt cag 144 
Glu Glu Gly Lys Glu Trp Leu Arg Ser His ser Thr Gly Gly Leu Gin 
35 40 45 

gac act gqc aac cag 159 
Asp Thr Gly Asn Gin 
50 

<210> 4 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Gly Thr His Glu val Gin Ser Leu Leu Met Arg Thr Gly Ser val Arg 
15 10 15 

Ser Thr Leu Ser Glu Arg Tyr Thr Pro Ser ser Arg Gin Ala Asn Gin 
20 25 30 
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Glu Glu Gly Lys Glu Trp Leu Arg ser His ser Thr Gly Gly Leu Gin 
35 40 45 

Asp Thr Gly Asn Gin 
50 



<210> 


5 


<211> 


2461 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(2). 


<223> 




<400> 


5 



g gat cag ctt egg gag acc atg cac aac atg cag ttg gag gtg gac ctg 
Asp Gin Leu Arg Glu Thr Met His Asn Met Gin Leu Glu val Asp Leu 
15 10 15 

ctg aaa gca gag aat gac cga ctg aag gta gec cca ggc ccc tea tea 
Leu Lys Ala Glu Asn Asp Arg Leu Lys val Ala Pro Gly Pro Ser Ser 
20 25 30 

ggc tec act cca ggg cag gtc cct gqa tea tct gca tta tct tec cca 
Gly ser Thr Pro Gly Gin val Pro Gly Ser ser Ala Leu Ser Ser Pro 
35 40 45 

cgc cgc tec eta ggc ctg gca etc acc cat tec ttc ggc ccc agt ctt 
Arg Arg Ser Leu Gly Leu Ala Leu Thr His Ser Phe Gly Pro Ser Leu 
50 55 60 

gca gac aca gac ctg tea ccc atg gat ggc ate agt act tgt ggt cca 
Ala Asp Thr Asp Leu Ser Pro Met Asp Gly lie Ser Thr Cys Gly Pro 
65 70 75 80 

aag gag gaa gtq acc etc egg gtq gtg gtg agg atg ccc ccg cag cac 
Lys Glu Glu val Thr Leu Arg val Val val Arg Met Pro Pro Gin His 
85 90 95 

ate ate aaa ggg gac ttg aag cag cag gaa ttc ttc ctg ggc tgt age 
lie lie Lys Gly Asp Leu Lys Gin Gin Glu Phe Phe Leu Gly Cys Ser 
100 105 110 

aag gtc agt gga aaa gtt gac tgg aag atg ctg gat gaa get gtt ttc 
Lys Val Ser Gly Lys val Asp Trp Lys Met Leu Asp Glu Ala val Phe 
115 120 125 

caa gtg ttc aag gac tat att tct aaa atg gac cca gec tct acc ctg 
Gin Val Phe Lys Asp Tyr lie Ser Lys Met Asp Pro Ala Ser Thr Leu 
130 135 140 



Gly Leu Ser Thr Glu Ser lie His Gly Tyr Ser lie Ser His val Lys 
145 150 155 160 



tac 


age 


ate 


age 


cac 


Tyr 


Ser 


He 


Ser 


His 


155 








atg 


cct 


cct 


tgc 


cgt 


Met 


Pro 


Pro 


Cys 


Arg 


170 
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Corrected Sequence Listing2.ST25 

gtc aat aac ata tea gtc tec etc aaa gqt ctg aag gag aaa tgc gtc 577 
val Asn Asn lie ser val Ser Leu Lys Gly Leu Lys Glu Lys cys val 
180 185 190 

gac age ctg gtq ttc gag acg ctg ate ccc aag ccg atg atg cag cac 625 
Asp Ser Leu Val Phe Glu Thr Leu He Pro Lys Pro Met Met Gin His 
195 200 205 

tac ata age etc ctg ctg aag cac egg cgc etc gtc etc teg gqc ccc 673 
Tyr lie Ser Leu Leu Leu Lys His Arg Arg Leu val Leu Ser Gly Pro 
210 215 220 

age gqc acg gqc aag acc tac ctg acc aat cgc ttg gee gag tac ctg 721 
Ser Gly Thr Gly Lys Thr Tyr Leu Thr Asn Arg Leu Ala Glu Tyr Leu 
225 230 235 240 

gtq gag cgc tct gqc cgt gag gtc aca gag gqc ate gtc age acc ttc 769 
Val Glu Arg Ser Gly Arg Glu val Thr Glu Gly He val Ser Thr phe 
245 250 255 

aac atg cac cag cag tct tgc aag gat ctg caa ctg tat ctt tec aac 817 
Asn Met His Gin Gin ser Cys Lys Asp Leu Gin Leu Tyr Leu Ser Asn 
260 265 270 

eta gee aac cag ata gac egg gaa aca gqa att ggg gat gtq ccc ctg 865 
Leu Ala Asn Gin lie Asp Arg Glu Thr Gly lie Gly Asp Val Pro Leu 
275 280 285 

gtq att eta ttg gat gac ctg agt gaa gca gqc tec ate agt gag ttg 913 
val lie Leu Leu Asp Asp Leu Ser Glu Ala Gly Ser lie Ser Glu Leu 
290 295 300 

gtc aat ggg gee etc acc tgc aag tat cat aaa tgt ccc tat att ata 961 
val Asn Gly Ala Leu Thr cys Lys Tyr His Lys Cys Pro Tyr lie lie 
305 310 315 320 

gqt acc acc aat cag cct gta aaa atg aca ccc aac cat gqc ttg cac 1009 
Gly Thr Thr Asn Gin Pro val Lys Met Thr Pro Asn His Gly Leu His 
325 330 335 

ttg age ttc agg atg ttg acc ttc tec aac aac gtq gag cca gee aat 1057 
Leu Ser Phe Arg Met Leu Thr Phe Ser Asn Asn val Glu Pro Ala Asn 
340 345 350 

gqc ttc ctg gtt cgt tac ctg agg agg aag ctg gta gag tea gac age 1105 
Gly Phe Leu val Arg Tyr Leu Arg Arg Lys Leu val Glu ser Asp Ser 
355 360 365 

gac ate aat gec aac aag gaa gag ctg ctt egg gtq etc gac tgg gta 1153 
Asp lie Asn Ala Asn Lys Glu Glu Leu Leu Arg Val Leu Asp Trp val 
370 375 380 

ccc aag ctg tgg tat cat etc cac acc ttc ctt gag aag cac age acc 1201 
Pro Lys Leu Trp Tyr His Leu His Thr Phe Leu Glu Lys His Ser Thr 
385 390 395 400 

tea gac ttc etc ate gqc cct tgc ttc ttt ctg teg tgt ccc att gqc 1249 
Ser Asp Phe Leu lie Gly Pro Cys Phe Phe Leu ser Cys Pro lie Gly 
405 410 415 

att gag gac ttc egg acc tgg ttc att gac ctg tgg aac aac tct ate 1297 
lie Glu Asp Phe Arg Thr Trp Phe He Asp Leu Trp Asn Asn Ser He 
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Corrected Sequence l_isting2.ST25 
420 425 430 

att ccc tat eta cag gaa gga gec aag gat gqg ata aag gtc cat gqa 1345 
lie Pro Tyr Leu Gin Glu Gly Ala Lys Asp Gly lie Lys Val His Gly 
435 440 445 

cag aaa get get tgg gag gac cca gtq gaa tgg gtc egg gac aca ctt 1393 
Gin Lys Ala Ala Trp Glu Asp Pro val Glu Trp val Arg Asp Thr Leu 
450 455 460 

ccc tgg cca tea gee caa caa gac caa tea aag ctg tac cac ctg ccc 1441 
Pro Trp Pro Ser Ala Gin Gin Asp Gin ser Lys Leu Tyr His Leu Pro 
465 470 475 480 

cca ccc acc gtq gqc cct cac age att gee tea cct ccc gag gat agg 1489 
Pro Pro Thr Val Gly Pro His Ser lie Ala Ser Pro Pro Glu Asp Arg 
485 490 495 

aca gtc aaa gac age acc cca agt tct ctg gac tea gat cct ctg atg 1537 
Thr Val Lys Asp ser Thr Pro Ser Ser Leu Asp Ser Asp Pro Leu Met 
500 505 510 

gec atg ctg ctg aaa ctt caa gaa get gec aac tac att gag tct cca 1585 
Ala Met Leu Leu Lys Leu Gin Glu Ala Ala Asn Tyr lie Glu Ser Pro 
515 520 525 



gat cga gaa acc ate ctg gac ccc aac ctt cag 
Asp Arg Glu Thr He Leu Asp Pro Asn Leu Gin 
530 535 


gca aca ctt 
Ala Thr Leu 
540 


1627 


taagggttcg 


gcaatcactg 


tcacccccgg 


acagcagaac 


gctggcatca 


gctatcttag 


1687 


ctcctcctct 


cccctctcct 


ctttcagagc 


actggctctc 


cagccccagg 


aggagaacag 


1747 


gagggaggag 


gagatgaaag 


aggagggaca 


ggttcttggt 


gctgtacctt 


tgagaacttc 


1807 


ctaggaagga 


atggtggggt 


ggcgtttggg 


aacttgtgcc 


ccctaaacac 


atttactggc 


1867 


ctcctctaat 


gactttgggg 


aaaagatgat 


tctgggtctt 


tcccttgact 


tcttgtttca 


1927 


attacaaact 


cctgggcttt 


ctggggaggg 


gttcagaaaa 


catcaaaaca 


ctgcagcagt 


1987 


tcctaaatga 


ttctcacaag 


caacectgag 


agagacagtc 


ttgtgaggga 


gatctggggg 


2047 


aggcaggaag 


ctcctcagat 


tttctcacag 


acccttccca 


attccatcac 


cactgccaac 


2107 


aactcctecc 


ccagagatct 


ggctggagce 


cagaaaaaga 


agcatgtggt 


ttaaaaaatg 


2167 


tttaaatcaa 


tctgtaaaag 


gtaaaaatga 


aaaaeaaaaa 


caagcaaaea 


aacaaaaaae 


2227 


aatggaaaag 


atgaagctgg 


agagagagga 


accagttgec 


aaggtagaga 


gctgcccgct 


2287 


cctgccctct 


ggatgacata 


ggggacatca 


acaagaegge 


tgccaacctg 


agaagtcacc 


2347 


aaaccacaaa 


aataacctta 


cagccttcag 


ggaaagacta 


ccagctctgt 


ctttctaccc 


2407 


tctaatttaa 


caatgeataa 


gagtcaataa 


accctacttt 


tttaaaaaaa 


aaaa 


2461 



<210> 6 

<211> 542 

<212> PRT 

<213> Homo sapiens 
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Corrected Sequence Listing2.ST25 

<400> 6 

Asp Gin Leu Arg Glu Thr Met His Asn Met Gin Leu Glu Val Asp Leu 
15 10 15 

Leu Lys Ala Glu Asn Asp Arg Leu Lys val Ala Pro Gly Pro Ser Ser 
20 25 30 

Gly Ser Thr Pro Gly Gin val Pro Gly Ser ser Ala Leu Ser ser Pro 
35 40 45 

Arg Arg ser Leu Gly Leu Ala Leu Thr His ser Phe Gly Pro ser Leu 
50 55 60 

Ala Asp Thr Asp Leu ser Pro Met Asp Gly lie Ser Thr Cys Gly Pro 
65 70 75 80 

Lys Glu Glu val Thr Leu Arg val Val val Arg Met Pro Pro Gin His 
85 90 95 



lie lie Lys Gly Asp Leu Lys Gin Gin Glu Phe Phe Leu Gly Cys ser 
100 105 110 

Lys val Ser Gly Lys val Asp Trp Lys Met Leu Asp Glu Ala Val Phe 
115 120 125 

Gin Val Phe Lys Asp Tyr He Ser Lys Met Asp Pro Ala ser Thr Leu 
130 135 140 

Gly Leu Ser Thr Glu Ser lie His Gly Tyr Ser lie Ser His Val Lys 
145 150 155 160 

Arg val Leu Asp Ala Glu Pro Pro Glu Met Pro Pro Cys Arg Arg Gly 
165 170 175 

val Asn Asn lie Ser val ser Leu Lys Gly Leu Lys Glu Lys cys Val 
180 185 190 

Asp Ser Leu val Phe Glu Thr Leu lie Pro Lys Pro Met Met Gin His 
195 200 205 



Tyr lie Ser Leu Leu Leu Lys His Arg Arg Leu Val Leu Ser Gly Pro 
210 215 220 

Ser Gly Thr Gly Lys Thr Tyr Leu Thr Asn Arg Leu Ala Glu Tyr Leu 

225 230 235 240 
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val Glu Arg ser Gly Arg Glu val Thr Glu Gly lie val Ser Thr Phe 
245 250 255 

Asn Met His Gin Gin Ser Cys Lys Asp Leu Gin Leu Tyr Leu Ser Asn 

260 265 270 

Leu Ala Asn Gin lie Asp Arg Glu Thr Gly lie Gly Asp Val Pro Leu 
275 280 285 

val lie Leu Leu Asp Asp Leu ser Glu Ala Gly Ser lie Ser Glu Leu 
290 295 300 



Val Asn Gly Ala Leu Thr Cys Lys Tyr His Lys Cys Pro Tyr lie lie 
305 310 315 320 

Gly Thr Thr Asn Gin Pro val Lys Met Thr Pro Asn His Gly Leu His 
325 330 335 

Leu Ser Phe Arg Met Leu Thr Phe Ser Asn Asn Val Glu Pro Ala Asn 
340 345 350 

Gly Phe Leu val Arg Tyr Leu Arg Arg Lys Leu Val Glu Ser Asp Ser 
355 360 365 

Asp He Asn Ala Asn Lys Glu Glu Leu Leu Arg Val Leu Asp Trp Val 
370 375 380 

Pro Lys Leu Trp Tyr His Leu His Thr Phe Leu Glu Lys His Ser Thr 
385 390 395 400 

Ser Asp Phe Leu lie Gly Pro Cys Phe Phe Leu Ser Cys Pro lie Gly 
405 410 415 

lie Glu Asp Phe Arg Thr Trp Phe He Asp Leu Trp Asn Asn ser He 
420 425 430 

lie Pro Tyr Leu Gin Glu Gly Ala Lys Asp Gly lie Lys val His Gly 
435 440 445 

Gin Lys Ala Ala Trp Glu Asp Pro Val Glu Trp Val Arg Asp Thr Leu 
450 455 460 

Pro Trp Pro ser Ala Gin Gin Asp Gin Ser Lys Leu Tyr His Leu Pro 
465 470 475 480 

pro Pro Thr val Gly Pro His Ser lie Ala Ser Pro Pro Glu Asp Arg 
485 490 495 
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Thr val Lys Asp ser Thr Pro ser ser Leu Asp ser Asp Pro Leu Met 
500 505 510 

Ala Met Leu Leu Lys Leu Gin Glu Ala Ala Asn Tyr lie Glu ser Pro 
515 520 525 

Asp Arg Glu Thr lie Leu Asp Pro Asn Leu Gin Ala Thr Leu 
530 535 540 

<210> 7 

<211> 2568 

<212> DNA 

<213> Mouse 

<220> 

<221> CDS 

<222> (1) . . (1695) 

<223> 

<400> 7 

gaa eta tgg gaa aaa gag atg aag etc acg gat ate egg ttg gag gee 48 

Glu Leu Trp Glu Lys Glu Met Lys Leu Thr Asp lie Arg Leu Glu Ala 

15 10 15 

etc aac tct gee cac cag ctg gac cag ctt egg gag ace atg cac aat 96 
Leu Asn Ser Ala His Gin Leu Asp Gin Leu Arg Glu Thr Met His Asn 
20 25 30 

atg cag ttg gag gtq gac ctg ctg aaa gca gag aat gac egg ctg aag 144 
Met Gin Leu Glu Val Asp Leu Leu Lys Ala Glu Asn Asp Arg Leu Lys 
35 40 45 

gtt gee ccc gqc ccc tec tea gqc tgc act cca gqg cag gtc cct gqg 192 
val Ala Pro Gly Pro Ser Ser Gly cys Thr Pro Gly Gin Val Pro Gly 
50 55 60 

tea teg get ctg teg tec cct cga cgt tec ctg gqc ctt gca etc age 240 
Ser Ser Ala Leu Ser ser Pro Arg Arg Ser Leu Gly Leu Ala Leu ser 
65 70 75 80 

cat cct ttc agt cct agt etc aca gac aca gac etc tea ccc atg gat 288 
His Pro Phe Ser Pro Ser Leu Thr Asp Thr Asp Leu Ser Pro Met Asp 
85 90 95 

gqc ate age ace tgt gqt tea aag gaa gag gtq ace ctg egg gtq gtq 336 
Gly lie Ser Thr Cys Gly Ser Lys Glu Glu val Thr Leu Arg val Val 
100 105 110 

gtc egg atg ccg ccc cag cac ate ate aaa gqg gac tta aag cag cag 384 
val Arg Met Pro Pro Gin His lie lie Lys Gly Asp Leu Lys Gin Gin 
115 120 125 

gag ttc ttc ctg gqt tgc age aag gtc agt gqc aaa gtt gac tgg aag 432 
Glu Phe Phe Leu Gly cys Ser Lys val Ser Gly Lys val Asp Trp Lys 
130 135 140 

atg ctg gat gaa gec gtt ttc caa gtq ttc aag gac tac att tct aaa 480 

Met Leu Asp Glu Ala Val Phe Gin Val Phe Lys Asp Tyr lie Ser Lys 
145 150 155 160 
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atg gac cca gcc tea acc ctg gqa ctg age act gag tec ata eat ggc 528 
Met Asp Pro Ala ser Thr Leu Gly Leu Ser Thr Glu ser lie His Gly 
165 170 175 

tat age etc age cac gtg aaa cga gtg ctg gat get gag ccc cca gag 576 
Tyr Ser Leu Ser His val Lys Arg Val Leu Asp Ala Glu Pro Pro Glu 
180 185 190 

atg cct cct tgc cgc cga ggt gtc aat aac ata tea gtc get etc aaa 624 
Met Pro Pro Cys Arg Arg Gly Val Asn Asn lie Ser val Ala Leu Lys 
195 200 205 

gqt ctg aaa gag aag tgt gtc gac age ctg gtq ttc gag acg ctt ate 672 
Gly Leu Lys Glu Lys Cys Val Asp Ser Leu Val Phe Glu Thr Leu lie 
210 215 220 

ccc aag ccc atg atg cag cac tac ate age etc ctg etc aag cac egg 720 
pro Lys Pro Met Met Gin His Tyr lie Ser Leu Leu Leu Lys His Arg 
225 230 235 240 

cgc ctg gtq etc tec ggc ccc agt ggc acc ggc aag acc tac ttg acc 768 
Arg Leu val Leu ser Gly Pro ser Gly Thr Gly Lys Thr Tyr Leu Thr 
245 250 255 

aat egg eta gcc gag tac ctg gtq gag cgc tec ggc cgc gag gtc acg 816 
Asn Arg Leu Ala Glu Tyr Leu val Glu Arg Ser Gly Arg Glu val Thr 
260 265 270 

gat ggc ate gtc age act ttc aac atg cac cag cag tct tgc aag gat 864 
Asp Gly lie Val Ser Thr Phe Asn Met His Gin Gin Ser Cys Lys Asp 
275 280 285 

ctg caa ctg tac etc tec aac eta gcc aac cag ata gac egg gaa aca 912 
Leu Gin Leu Tyr Leu Ser Asn Leu Ala Asn Gin lie Asp Arg Glu Thr 
290 295 300 

ggg ata ggg gat gtg ccc ttg gtg ate etc ctg gat gat ctg agt gaa 960 
Gly lie Gly Asp Val Pro Leu Val lie Leu Leu Asp Asp Leu Ser Glu 
305 310 315 320 

gca ggc tec ate agt gag ctg gtc aat ggg gcc etc acc tgc aag tat 1008 
Ala Gly Ser lie Ser Glu Leu Val Asn Gly Ala Leu Thr Cys Lys Tyr 
325 330 335 

cac aaa tgt ccc tac att ata ggt acc acc aat cag cct gta aaa atg 1056 
His Lys Cys Pro Tyr lie lie Gly Thr Thr Asn Gin Pro val Lys Met 
340 345 350 

aca ccc aac cat ggc ttg cac ttg age ttc agg atg ctg acc ttc teg 1104 
Thr Pro Asn His Gly Leu His Leu ser Phe Arg Met Leu Thr Phe Ser 
355 360 365 

aac aat gtg gaa cca gcc aat ggc ttt ctg gtc cgt tac ctg egg agg 1152 
Asn Asn Val Glu Pro Ala Asn Gly Phe Leu val Arg Tyr Leu Arg Arg 
370 375 380 

aag ttg gta gag tea gac agt gac gtc aat get aac aag gaa gag ctg 1200 
Lys Leu Val Glu Ser Asp Ser Asp Val Asn Ala Asn Lys Glu Glu Leu 
385 390 395 400 

ctt egg gtg ctg gac tgg gtg ccc aag ctg tgg tat cac etc cac acc 1248 
Leu Arg Val Leu Asp Trp val Pro Lys Leu Trp Tyr His Leu His Thr 
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405 410 415 

ttc ctg gag aag cac age acc teg gac ttc etc att gqc cct tgc ttc 1296 
Phe Leu Glu Lys His Ser Thr ser Asp Phe Leu lie Gly Pro Cys Phe 
420 425 430 

ttc ctg tec tgt ccc att gqc ate gag gac ttc egg acc tgg ttc att 1344 
Phe Leu ser Cys Pro lie Gly lie Glu Asp Phe Arg Thr Trp Phe lie 
435 440 445 

gac ctg tgg aac aat tee ate ate ccc tat eta cag gaa gqa gec aag 1392 
Asp Leu Trp Asn Asn Ser lie lie Pro Tyr Leu Gin Glu Gly Ala Lys 
450 455 460 



gat gqg ate aag gtt cat gqa cag aaa get get tgg gaa gac ccg gtq 
Asp Gly lie Lys Val His Gly Gin Lys Ala Ala Trp Glu Asp Pro Val 
465 470 475 480 



1440 



gaa tgg gtc cga gac act ctt ccc tgg ccg teg gec caa caa gac caa 1488 
Glu Trp Val Arg Asp Thr Leu Pro Trp Pro Ser Ala Gin Gin Asp Gin 
485 490 495 

tea aag etc tac cac ctg ccc ccg cct tct gtq gqc ccc cac age act 1536 
Ser Lys Leu Tyr His Leu Pro Pro Pro Ser val Gly Pro His Ser Thr 
500 505 510 

gee tea ccc ccg gag gac agg aca gtc aaa gac age act cca aac tec 1584 
Ala Ser Pro Pro Glu Asp Arg Thr Val Lys Asp Ser Thr Pro Asn Ser 
515 520 525 

etc gac tea gat ccc ctg atg gec atg eta ctg aaa etc caa gaa get 1632 
Leu Asp Ser Asp Pro Leu Met Ala Met Leu Leu Lys Leu Gin Glu Ala 
530 535 540 

gec aac tac att gag tea cca gat cga gag act ate ctg gac ccc aac 1680 
Ala Asn Tyr lie Glu Ser Pro Asp Arg Glu Thr lie Leu Asp Pro Asn 
545 550 555 560 

etc cag gcg aca etc tgagggcccg gcagtcactg tcaccctgga gggcagaagg 1735 
Leu Gin Ala Thr Leu 
565 



ctggcttcag 


catcattagc 


tctcctctgc 


cctcttcctt 


catagctctg 


gctcaccagc 


1795 


ctcgccaaga 


gaacaggagg 


gaagaagagg 


gcaggaggag 


ggatgggttc 


tcggtgctga 


1855 


acctttgaga 


acttcctact 


aggaattgga 


gggggtggag 


tttgagaact 


ccgtgcccct 


1915 


taactacatt 


tgctggcctc 


ctcttacgac 


ttaggagaaa 


agatgattct 


ggtcttttct 


1975 


tcaagttttg 


tttcacctac 


aaactcttgg 


gctttctggg 


gagggattcg 


gaagatataa 


2035 


acagacaaac 


aaaaaeaaac 


aaaccaacta 


cagcagttcc 


aagctcgttc 


tcacaaacac 


2095 


ctctgagaca 


gtcacatgtg 


ggcaaatcta 


agggaggcag 


gaagctctac 


agactttctt 


2155 


gcaaaccctt 


cccagttctg 


tcgacactgc 


caacaacctc 


cccgccagag 


acctggccag 


2215 


agecaagaaa 


agagaagcat 


gtggtttaac 


agaaaaacaa 


aacaaaacaa 


aacaaaaaat 


2275 


atatgtgtaa 


atcaacctgt 


agaaggtaaa 


aacggcaatg 


gaaaagatga 


agctggaagg 


2335 


aggggeccag 


ttgecaagat 


ggaacgagag 


ctgccagatc 
Page 


ttgccttctg 
10 


gatgacaaga 


2395 



Corrected sequence Listing2.ST25 

ggggacattg caagatggct gccagtctaa aacgtcacca gaccacaaga gtaacatcac 2455 

agccttcgaa gaaaggccac aagctgtctt tctgccctct aactgaacat gcatgaaaag 2515 

tcaataaacc ctacttttta atttttaaaa aaaaaaaaaa aaaaaaaaaa aaa 2568 

<210> 8 

<211> 565 

<212> PRT 

<213> Mouse 

<400> 8 

Glu Leu Trp Glu Lys Glu Met Lys Leu Thr Asp lie Arg Leu Glu Ala 
15 10 15 

Leu Asn Ser Ala His Gin Leu Asp Gin Leu Arg Glu Thr Met His Asn 
20 25 30 

Met Gin Leu Glu val Asp Leu Leu Lys Ala Glu Asn Asp Arg Leu Lys 
35 40 45 

val Ala Pro Gly Pro ser Ser Gly Cys Thr Pro Gly Gin Val Pro Gly 
50 55 60 

ser Ser Ala Leu ser Ser Pro Arg Arg ser Leu Gly Leu Ala Leu ser 
65 70 75 80 

His Pro Phe ser Pro Ser Leu Thr Asp Thr Asp Leu Ser pro Met Asp 
85 90 95 

Gly He Ser Thr cys Gly Ser Lys Glu Glu val Thr Leu Arg Val val 
100 105 110 

Val Arg Met Pro Pro Gin His lie lie Lys Gly Asp Leu Lys Gin Gin 
115 120 125 

Glu Phe Phe Leu Gly Cys Ser Lys val Ser Gly Lys val Asp Trp Lys 
130 135 140 

Met Leu Asp Glu Ala Val Phe Gin val Phe Lys Asp Tyr lie Ser Lys 
145 150 155 160 

Met Asp Pro Ala Ser Thr Leu Gly Leu Ser Thr Glu Ser lie His Gly 
165 170 175 

Tyr ser Leu ser His Val Lys Arg val Leu Asp Ala Glu Pro Pro Glu 
180 185 190 
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Met Pro pro Cys Arg Arg Gly Val Asn Asn lie Ser Val Ala Leu Lys 
195 200 205 



Gly Leu Lys Glu Lys Cys val Asp Ser Leu val Phe Glu Thr Leu lie 
210 215 220 

Pro Lys Pro Met Met Gin His Tyr lie Ser Leu Leu Leu Lys His Arg 
225 230 235 240 

Arg Leu val Leu Ser Gly Pro ser Gly Thr Gly Lys Thr Tyr Leu Thr 
245 250 255 

Asn Arg Leu Ala Glu Tyr Leu val Glu Arg ser Gly Arg Glu Val Thr 
260 265 270 

Asp Gly lie Val Ser Thr Phe Asn Met His Gin Gin ser Cys Lys Asp 
275 280 285 

Leu Gin Leu Tyr Leu ser Asn Leu Ala Asn Gin lie Asp Arg Glu Thr 
290 295 300 

Gly lie Gly Asp Val Pro Leu Val lie Leu Leu Asp Asp Leu Ser Glu 
305 310 315 320 

Ala Gly Ser lie Ser Glu Leu Val Asn Gly Ala Leu Thr Cys Lys Tyr 
325 330 335 

His Lys Cys Pro Tyr lie He Gly Thr Thr Asn Gin Pro val Lys Met 
340 345 350 

Thr Pro Asn His Gly Leu His Leu Ser Phe Arg Met Leu Thr Phe Ser 
355 360 365 

Asn Asn val Glu Pro Ala Asn Gly Phe Leu Val Arg Tyr Leu Arg Arg 
370 375 380 

Lys Leu val Glu ser Asp ser Asp val Asn Ala Asn Lys Glu Glu Leu 
385 390 395 400 

Leu Arg val Leu Asp Trp val Pro Lys Leu Trp Tyr His Leu His Thr 
405 410 415 

Phe Leu Glu Lys His Ser Thr Ser Asp Phe Leu lie Gly Pro cys Phe 
420 425 430 



Phe Leu Ser Cys Pro lie Gly lie Glu Asp Phe Arg Thr Trp Phe lie 
435 440 445 
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Asp Leu Trp Asn Asn Ser lie lie Pro Tyr Leu Gin Glu Gly Ala Lys 
450 455 460 

Asp Gly lie Lys Val His Gly Gin Lys Ala Ala Trp Glu Asp Pro val 
465 470 475 480 

Glu Trp val Arg Asp Thr Leu Pro Trp Pro ser Ala Gin Gin Asp Gin 
485 490 495 

Ser Lys Leu Tyr His Leu Pro Pro Pro Ser Val Gly Pro His Ser Thr 
500 505 510 

Ala ser Pro Pro Glu Asp Arg Thr val Lys Asp Ser Thr Pro Asn ser 
515 520 525 

Leu Asp Ser Asp Pro Leu Met Ala Met Leu Leu Lys Leu Gin Glu Ala 
530 535 540 

Ala Asn Tyr lie Glu Ser Pro Asp Arg Glu Thr lie Leu Asp Pro Asn 
545 550 555 560 

Leu Gin Ala Thr Leu 
565 

<210> 9 
<211> 1025 
<212> DNA 
<213> Mouse 

<220> 

<221> CDS 

<222> (1). .(129) 

<223> 

<400> 9 

cca ata gaa etc egg ate aag agg cag aat tec tea gat age ate tee 48 

Pro lie Glu Leu Arg lie Lys Arg Gin Asn ser ser Asp Ser lie Ser 

15 10 15 

age etc aac age ate ace age cat tec age ate gqc age age aaa gat 96 
Ser Leu Asn Ser lie Thr Ser His Ser Ser lie Gly Ser Ser Lys Asp 
20 25 30 

get gat gee aag aag aaa aag aag aag agt tgg gtatgtaaag gcttggggat 149 
Ala Asp Ala Lys Lys Lys Lys Lys Lys Ser Trp 
35 40 

cggcctgtgc taggagtcac tcaccctgtt gcagggaact gacccctttc aggatcaaca 209 

aagagggtcc cttctaacag gatgeeagtg ttgtgacatc tgctggggac aaaaattcac 269 

taagttccca ttcctctatc cattgtctat tctccttacc accgccctgc acatataccc 329 

cagcccccca ccgtccctgc atcctttata catgtctget atcctggggc tctacctact 389 
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gatgaggtca 


aatgtatttg 


gccgtagaag 


gagctgagaa 


aattattcat 


gggtgggaga 


449 


gtggggcatg 


tggagagaat 


ttgtaagcca 


agcagggtac 


tctagacgct 


cctggggctg 


509 


ttgctttagt 


ttgggtgagg 


aggctgtgga 


acgtccccat 


cgctccaaag 


cctgcttttg 


569 


tctggtccag 


aggtgggttt 


gttctgtgtg 


gtatcccccc 


tgtaactcta 


aactggcttt 


629 


gggtgagctt 


tctacaatct 


gtacgcaggt 


gtagggcact 


gcctgactga 


ctgaaaggga 


689 


gagtgaccca 


gagtgagcgt 


cttgtccctg 


tccctgctga 


ggagggctgg 


ctacagactt 




tggcctagtg 


cagacaggag 


ccagctgtgt 


ggagaagcag 


ctgtgtgaaa 


tgcatgagta 


809 


gtgtcgctgc 


tgctgctgct 


gctgctttct 


tttcattgtt 


tttttttttt 


tttctttcct 


869 


tttatttcct 


tcaaaatgct 


gacctcaaat 


ccctattttt 


tttccaggtt 


tatgaggtaa 


929 


gaaactcggt 


tcctctcctc 


gtgctttttc 


tttccctttg 


cacaccttcg 


tgtttccaga 


989 


gcaagcacct 


ctcttaaaaa 


aaaaaaaaaa 


aaaaaa 






1025 


<210> 10 
<211> 43 
<212> PRT 
<213> Mouse 












<400> 10 














Pro lie Glu 
1 


Leu Arg lie Lys Arg Gin Asn Ser 
5 10 


Ser Asp Ser lie Ser 
15 




ser Leu Asn 


Ser lie Thr Ser His Ser Ser lie 
20 25 


Gly Ser Ser 
30 


* Lys Asp 




Ala Asp Ala 
35 


Lys Lys Lys Lys Lys Lys Ser Trp 
40 








<210> 11 
<211> 8690 
<212> DNA 
<213> Homo 


sapiens 












<220> 

<221> CDS 

<222> (503).. (6187) 

<223> 












<400> 11 
ctctcagcgg 


cccaagcagt 


ttctttctgg 


gtgacaagaa 


tgtgcctcgg 


ttggtttttc 


60 


ttttttttct 


ccatctcctt 


aagacgattt 


ccatagtaac 


ctgatcaagt 


ggctcaaaat 


120 


cgcaaacctg 


aggatttccg 


cggcccgccg 


gcaagacctc 


ggccaggttt 


acaggaaatc 


180 


tgtcattttt 


tattaaaatg 


gaaaactgtg 


aagaaagaaa 


aagatagcag 


ttgaagtcaa 


240 


aattctcgga 


tgactatttt 


gcttttgagg 


agtcagcatt 
Page 


taaaaacgat 
14 


atgctgattt 


300 



Corrected Sequence Listing2.ST25 

ggaaggtcct gggagtaaac tgcaaacttt attttttcca ttcaatcaat ggatttttta 360 

atcattcctt ggagtcgatg aagttcggaa acggtgtgtg atggggaacg tggcgggcca 420 

gtgtgttcct agaaattgca tcttggatta gtttgctgct tttttgaaga gattccattt 480 

tgaagggcaa gaacctaatg tg atg gat tta tct tea gaa atg aac aga cat 532 

Met Asp Leu Ser ser Glu Met Asn Arg His 
1 5 10 

gqg aag aat cca gtq agt cac aag eta gaa gat cag aag aag att tac 580 
Gly Lys Asn Pro vat Ser His Lys Leu Glu Asp Gin Lys Lys lie Tyr 
15 20 25 

act gac tgg gec aac cac tac eta gca aaa tea gqc cac aag egg ctg 628 
Thr Asp Trp Ala Asn His Tyr Leu Ala Lys Ser Gly His Lys Arg Leu 
30 35 40 

ate aag gac ttg caa caa gac att gca gat gqa gta etc eta gca gaa 676 
lie Lys Asp Leu Gin Gin Asp lie Ala Asp Gly Val Leu Leu Ala Glu 
45 50 55 

ate ate cag att att gca aat gaa aaa gtt gaa gat ate aat gqa tgt 724 
lie lie Gin lie lie Ala Asn Glu Lys val Glu Asp lie Asn Gly Cys 
60 65 70 

cct aga agt cag tct cag atg att gaa aat gtt gat gtc tgc ctt agt 772 
Pro Arg Ser Gin Ser Gin Met He Glu Asn val Asp Val Cys Leu Ser 
75 80 85 90 

ttt eta gca gec aga gqg gta aat gtt caa gqt eta tct get gaa gaa 820 
Phe Leu Ala Ala Arg Gly val Asn Val Gin Gly Leu Ser Ala Glu Glu 
95 100 105 

ata aga aat gqa aac tta aaa gee att eta gqg ctg ttt ttc agt tta 868 
lie Arg Asn Gly Asn Leu Lys Ala lie Leu Gly Leu Phe Phe ser Leu 
110 115 120 

tct cgc tac aag cag caa caa cac cat caa caa cag tac tat cag tec 916 
Ser Arg Tyr Lys Gin Gin Gin His His Gin Gin Gin Tyr Tyr Gin Ser 
125 130 135 

ttg gtq gaa ctt cag cag cga gtt act cac get tec cct cca teg gaa 964 
Leu val Glu Leu Gin Gin Arg val Thr His Ala Ser Pro Pro ser Glu 
140 145 150 

gec age cag gee aaa acc cag caa gat atg cag tec agg ctt cca gqg 1012 
Ala ser Gin Ala Lys Thr Gin Gin Asp Met Gin Ser Arg Leu Pro Gly 
155 160 165 170 

ccc tct agg gtq cct get gca gqa age age age aag gtc cag gqa gee 1060 
Pro Ser Arg Val Pro Ala Ala Gly ser Ser ser Lys val Gin Gly Ala 
175 180 185 

tct aat tta aat agg aga agt cag age ttt aac age att gac aaa aac 1108 
Ser Asn Leu Asn Arg Arg Ser Gin ser Phe Asn Ser lie Asp Lys Asn 
190 195 200 

aag cct cca aat tat gca aat gqa aac gaa aaa gqt gaa gac cct gaa 1156 
Lys Pro Pro Asn Tyr Ala Asn Gly Asn Glu Lys Gly Glu Asp Pro Glu 
205 210 215 
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aca aga aga atg aga aca gtt aaa aac ata gca gac ttg agg cag aat 1204 
Thr Arg Arg Met Arg Thr val Lys Asn lie Ala Asp Leu Arg Gin Asn 
220 225 230 

tta gaa gag act atg tec agt ctt cgt ggg act cag ata age cac age 1252 
Leu Glu Glu Thr Met Ser Ser Leu Arg Gly Thr Gin lie Ser His Ser 
235 240 245 250 

acc ctg gag aca aca ttt gac age act gtq aca aca gaa gtt aat gga 1300 
Thr Leu Glu Thr Thr Phe Asp Ser Thr Val Thr Thr Glu Val Asn Gly 
255 260 265 

agg acc ata ccc aac ttg aca agt cga ccc acc ccc atg acc tgg agg 1348 
Arg Thr lie Pro Asn Leu Thr Ser Arg Pro Thr Pro Met Thr Trp Arg 
270 275 280 

ttg gqc cag gca tgt ccg cga ctt cag gcg gqa gat get ccc tec ctg 1396 
Leu Gly Gin Ala Cys Pro Arg Leu Gin Ala Gly Asp Ala Pro Ser Leu 
285 290 295 

ggt get gqc tat cct cgc agt ggt acc agt cga ttc ate cac aca gac 1444 
Gly Ala Gly Tyr Pro Arg ser Gly Thr Ser Arg Phe lie His Thr Asp 
300 305 310 

ccc teg agg ttc atg tat acc acg cct etc cgt cga get get gtc tct 1492 
Pro Ser Arg Phe Met Tyr Thr Thr Pro Leu Arg Arg Ala Ala val Ser 
315 320 325 330 

agg ctg gqa aac atg tea cag att gac atg agt gag aaa gca age agt 1540 
Arg Leu Gly Asn Met Ser Gin lie Asp Met Ser Glu Lys Ala Ser Ser 
335 340 345 

gac ctg gac atg tct tct gag gtc gat gtq gqt gqa tat atg agt gat 1588 
Asp Leu Asp Met Ser Ser Glu Val Asp Val Gly Gly Tyr Met Ser Asp 
350 355 360 

gqt gat ate ctt ggg aaa agt etc agg act gat gac ate aac agt ggg 1636 
Gly Asp lie Leu Gly Lys Ser Leu Arg Thr Asp Asp lie Asn Ser Gly 
365 370 375 

tac atg aca gat gga gga ctt aac eta tat act aga agt ctg aac cga 1684 
Tyr Met Thr Asp Gly Gly Leu Asn Leu Tyr Thr Arg Ser Leu Asn Arg 
380 385 390 

ata cca gac aca gca act tec egg gac ate ate cag aga ggg gtt cac 1732 
He Pro Asp Thr Ala Thr Ser Arg Asp lie lie Gin Arg Gly Val His 
395 400 405 410 

gat gtg aca gtg gat gca gac age tgg gat gac age agt tea gtg age 1780 
Asp val Thr Val Asp Ala Asp ser Trp Asp Asp ser Ser ser val Ser 
415 420 425 

agt ggt etc agt gac acc ctt gat aac ate age act gat gac ctg aac 1828 
Ser Gly Leu Ser Asp Thr Leu Asp Asn lie Ser Thr Asp Asp Leu Asn 
430 435 440 

acc aca tec tct gtc age tct tac tec aac ate acc gtc ccc tct agg 1876 
Thr Thr Ser Ser val Ser Ser Tyr Ser Asn lie Thr Val Pro Ser Arg 
445 450 455 

aag aat act cag ctg agg aca gat tea gag aaa cgc tec acc aca gac 1924 
Lys Asn Thr Gin Leu Arg Thr Asp Ser Glu Lys Arg Ser Thr Thr Asp 
460 465 470 
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gag acc tgg gat agt cct gag gaa ctg aaa aaa cca gaa gaa gat ttt 1972 

Glu Thr Trp Asp Ser Pro Glu Glu Leu Lys Lys Pro Glu Glu Asp Phe 

475 480 485 490 

gac age cat gqg gat get gqt gqc aag tgg aag act gtq tec tct gqa 2020 

Asp Ser His Gly Asp Ala Gly Gly Lys Trp Lys Thr VaT Ser Ser Gly 
495 500 505 

ctt cct gaa gac ccc gag aag gca gqg cag aaa get tec ctg tct gtt 2068 

Leu Pro Glu Asp Pro Glu Lys Ala Gly Gin Lys Ala Ser Leu Ser Val 

510 515 520 

tea cag aca gqt tec tgg aga aga gqc atg tct gee caa gga gqg gcg 2116 

Ser Gin Thr Gly Ser Trp Arg Arg Gly Met Ser Ala Gin Gly Gly Ala 
525 530 535 

cca tct agg cag aaa get gqa aca agt gca etc aaa aca ccc gqg aaa 2164 

Pro Ser Arg Gin Lys Ala Gly Thr ser Ala Leu Lys Thr Pro Gly Lys 
540 545 550 

acc gat gat gec aaa get tct gag aaa gqa aaa get ccc eta aaa gqa 2212 

Thr Asp Asp Ala Lys Ala Ser Glu Lys Gly Lys Ala Pro Leu Lys Gly 

555 560 565 570 

tea tct eta caa aga tct cct tea gat gca gqa aaa age agt gqa gat 2260 

Ser Ser Leu Gin Arg ser Pro ser Asp Ala Gly Lys Ser Ser Gly Asp 
575 580 585 

gaa gqg aaa aag ccc ccc tea gqc att gqa aga teg act gee acc age 2308 

Glu Gly Lys Lys Pro Pro ser Gly lie Gly Arg Ser Thr Ala Thr ser 

590 595 600 

tec ttt gqc ttt aag aaa cca agt gqa gta gqg tea tct gee atg ate 2356 

Ser Phe Gly Phe Lys Lys Pro Ser Gly val Gly Ser ser Ala Met lie 
605 610 615 

acc age agt gqa gca acc ata aca agt gqc tct gca aca ctg gqt aaa 2404 

Thr ser Ser Gly Ala Thr lie Thr Ser Gly ser Ala Thr Leu Gly Lys 
620 625 630 

att cca aaa tct get gee att gqc ggg aag tea aat gca gqg aga aaa 2452 

lie Pro Lys Ser Ala Ala lie Gly Gly Lys Ser Asn Ala Gly Arg Lys 

635 640 645 650 

acc agt ttg gac gqt tea cag aat cag gat gat gtt gtq ctg cat gtt 2500 

Thr Ser Leu Asp Gly Ser Gin Asn Gin Asp Asp val val Leu His Val 
655 660 665 

age tea aag act acc eta caa tat cgc age ttg ccc cgc cct tea aaa 2548 

Ser ser Lys Thr Thr Leu Gin Tyr Arg ser Leu Pro Arg Pro Ser Lys 

670 675 680 

tec age acc agt gqc att cct gqc cga gqa gqc cac aga tec agt acc 2596 

Ser Ser Thr Ser Gly lie Pro Gly Arg Gly Gly His Arg Ser Ser Thr 
685 690 695 

age agt att gat tec aac gtc age age aag tct get gqg gee acc acc 2644 

Ser ser lie Asp Ser Asn val Ser ser Lys ser Ala Gly Ala Thr Thr 
700 705 710 

teg aaa ctg aga gaa cca act aaa att gqg tea gqg cgc teg agt cct 2692 

Ser Lys Leu Arg Glu Pro Thr Lys lie Gly ser Gly Arg Ser ser Pro 

Page 17 



Corrected Sequence Listing2 .ST25 

715 720 725 730 

gtc acc gtc aac caa aca gac aag gaa aag gaa aaa gta gca gtc tea 

val Thr val Asn Gin Thr Asp Lys Glu Lys Glu Lys Val Ala val ser 

735 740 745 

gat tea gaa agt gtt tct ttg tea got tec ccc aaa tec age ccc acc 

Asp Ser Glu Ser Val Ser Leu Ser Gly Ser Pro Lys Ser Ser Pro Thr 

750 755 760 

tct gee age gee tgt ggt gca caa ggt etc agg cag cca gga tec aag 

Ser Ala ser Ala Cys Gly Ala Gin Gly Leu Arg Gin Pro Gly ser Lys 

765 770 775 

tat cca gat att gec tea ccc aca ttt cga agg ttg ttt gqt gec aag 

Tyr Pro Asp lie Ala Ser Pro Thr Phe Arg Arg Leu Phe Gly Ala Lys 

780 785 790 

gca ggt ggc aaa tct gec tct gca cct aat act gag gqt gtq aaa tct 

Ala Gly Gly Lys Ser Ala Ser Ala Pro Asn Thr Glu Gly val Lys Ser 

795 800 805 810 

tec tea gta atg ccc age cct agt acc aca tta gcg egg caa gqc agt 

ser Ser Val Met Pro Ser Pro ser Thr Thr Leu Ala Arg Gin Gly Ser 

815 820 825 

ctg gag tea ccg teg tec gqt acg gqc age atg gqc agt get gqt gqg 

Leu Glu Ser Pro Ser Ser Gly Thr Gly ser Met Gly Ser Ala Gly Gly 

830 835 840 

eta age gqc age age age cct etc ttc aat aaa ccc tea gac tta act 

Leu Ser Gly Ser Ser Ser Pro Leu Phe Asn Lys Pro ser Asp Leu Thr 

845 850 855 

aca gat gtt ata age tta agt cac teg ttg gee tec age cca gca teg 

Thr Asp val lie Ser Leu Ser His Ser Leu Ala Ser Ser Pro Ala Ser 

860 865 870 

gtt cac tct ttc aca tea ggt gqt etc gtq tgg get gee aat atg age 

Val His Ser Phe Thr Ser Gly Gly Leu val Trp Ala Ala Asn Met Ser 

875 880 885 890 

agt tec tct gca gqc age aag gat act ccg age tac cag tec atg act 

Ser ser ser Ala Gly Ser Lys Asp Thr Pro Ser Tyr Gin ser Met Thr 

895 900 905 

age etc cac acg age tct gag tec att gac etc ccc etc age cat cat 

Ser Leu His Thr ser ser Glu ser lie Asp Leu Pro Leu Ser His His 

910 915 920 

gqc tec ttg tct gga ctg acc aca ggc act cac gag gtc cag age ctg 

Gly Ser Leu Ser Gly Leu Thr Thr Gly Thr His Glu val Gin ser Leu 

925 930 935 

etc atg aga acg ggt agt gtg aga tct act etc tea gaa age atg cag 

Leu Met Arg Thr Gly ser val Arg Ser Thr Leu Ser Glu ser Met Gin 

940 945 950 

ctt gac aga aat aca eta ccc aaa aag gga eta aga tat acc cca tea 

Leu Asp Arg Asn Thr Leu Pro Lys Lys Gly Leu Arg Tyr Thr Pro Ser 

95 5 960 965 970 

tct egg cag gee aac caa gaa gag ggc aaa gag tgg ttg cgt tct cat 
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Ser Arg Gin Ala Asn Gin Glu Glu Gly Lys Glu Trp Leu Arg Ser His 
975 980 985 

tct act gqa ggg ctt cag gac act gqc aac cag tea cct ctg gtt tec 3508 
Ser Thr Gly Gly Leu Gin Asp Thr Gly Asn Gin Ser Pro Leu val Ser 
990 995 1000 

cct tct gec atg tea tct tct gca get gqa aaa tac cac ttt tct 3553 
Pro ser Ala Met Ser Ser Ser Ala Ala Gly Lys Tyr His Phe Ser 
1005 1010 1015 

aac ttg gtq age cca aca aat ttg tct caa ttt aac ctt ccc ggg 3598 
Asn Leu VaT Ser Pro Thr Asn Leu ser Gin Phe Asn Leu Pro Gly 
1020 1025 1030 

ccc age atg atg cgc tea aac age ate cca gec caa gac tct tec 3643 
pro Ser Met Met Arg Ser Asn ser lie Pro Ala Gin Asp Ser Ser 
1035 1040 1045 

ttc gat etc tat gat gac tec cag ctt tgt ggg agt gee act tct 3688 
Phe Asp Leu Tyr Asp Asp Ser Gin Leu Cys Gly ser Ala Thr Ser 
1050 1055 1060 

ctg gag gaa aga cct cgt gec ate agt cat teg gqc tea ttc aga 3733 
Leu Glu Glu Arg Pro Arg Ala lie Ser His ser Gly Ser Phe Arg 
1065 1070 1075 

gac age atg gaa gaa gtt cat gqc tct tea tta tea ctg gtq tec 3778 
Asp Ser Met Glu Glu val His Gly Ser Ser Leu ser Leu val Ser 
1080 1085 1090 

age act tct tct ctt tac tct aca get gaa gaa aag get cat tea 3823 
ser Thr ser Ser Leu Tyr Ser Thr Ala Glu Glu Lys Ala His Ser 
1095 1100 1105 

gag caa ate cat aaa ctg egg aga gag ctg gtt gca tea caa gaa 3868 
Glu Gin lie His Lys Leu Arg Arg Glu Leu val Ala Ser Gin Glu 
1110 1115 1120 

aaa gtt get acc etc aca tct cag ctt tea gca aat get cac ctt 3913 
Lys val Ala Thr Leu Thr Ser Gin Leu Ser Ala Asn Ala His Leu 
1125 1130 1135 

gta gca get ttt gaa aag age tta ggg aat atg act gqc cga ttg 3958 
val Ala Ala Phe Glu Lys ser Leu Gly Asn Met Thr Gly Arg Leu 
1140 1145 1150 

caa agt eta act atg aca gcg gaa caa aag gaa tct gaa ctt ata 4003 
Gin ser Leu Thr Met Thr Ala Glu Gin Lys Glu ser Glu Leu lie 
1155 1160 1165 

gaa eta aga gaa acc att gaa atg ctg aag get cag aat tct get 4048 
Glu Leu Arg Glu Thr lie Glu Met Leu Lys Ala Gin Asn ser Ala 
1170 1175 1180 

gec cag gcg get att cag gqa gca ctg aat gqt cca gac cat cct 4093 
Ala Gin Ala Ala lie Gin Gly Ala Leu Asn Gly Pro Asp His Pro 
1185 1190 1195 

ccc aaa gat ctt cgc ate aga aga cag cat tec tct gaa agt gtt 4138 
Pro Lys Asp Leu Arg lie Arg Arg Gin His Ser ser Glu ser val 
1200 1205 1210 
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tct agt ate aac agt gec aca age cat tec agt att ggc agt ggt 4183 
Ser ser lie Asn Ser Ala Thr Ser His ser Ser lie Gly Ser Gly 
1215 1220 1225 

aat gat gec gac tec aag aag aag aaa aag aaa aac tgg ctg aga 4228 
Asn Asp Ala Asp Ser Lys Lys Lys Lys Lys Lys Asn Trp Leu Arg 
1230 1235 1240 

agt tct ttc aaa caa gec ttt gag aag aaa aag tec ace aag cct 4273 
Ser Ser Phe Lys Gin Ala Phe Gly Lys Lys Lys Ser Thr Lys Pro 
1245 1250 1255 

cct tea tea cat tct gac att gaa gag ctt act gat tea tec ctt 4318 
Pro ser ser His Ser Asp lie Glu Glu Leu Thr Asp Ser Ser Leu 
1260 1265 1270 

ccg gca tec ccc aag tta ccc cat aat get gqt gac tgt ggc tea 4363 
Pro Ala Ser Pro Lys Leu Pro His Asn Ala Gly Asp Cys Gly Ser 
1275 1280 1285 

gca tec atg aag ccc tea caa tct get tea gcg ate tgt gaa tgc 4408 
Ala Ser Met Lys Pro Ser Gin Ser Ala Ser Ala lie cys Glu Cys 
1290 1295 1300 

aca gaa get gag gca gag ata att ctg cag ctg aag age gag etc 4453 
Thr Glu Ala Glu Ala Glu lie lie Leu Gin Leu Lys Ser Glu Leu 
1305 1310 1315 

aga gaa aag gaa tta aaa tta acg gat att egg ctg gag gec etc 4498 
Arg Glu Lys Glu Leu Lys Leu Thr Asp He Arg Leu Glu Ala Leu 
1320 1325 1330 

age tct get cat cat ctt gat cag ate egg gaa gee atg aac egg 4543 
Ser Ser Ala His His Leu Asp Gin lie Arg Glu Ala Met Asn Arg 
1335 1340 1345 

atg cag aat gaa att gaa ata ctg aaa get gaa aat gac egg ttg 4588 
Met Gin Asn Glu lie Glu lie Leu Lys Ala Glu Asn Asp Arg Leu 
1350 1355 1360 

aag gca gaa act gqt aac aca get aag cct act egg cca ccg tea 4633 
Lys Ala Glu Thr Gly Asn Thr Ala Lys Pro Thr Arg Pro Pro Ser 
1365 1370 1375 

gaa tec tea age age acc tec tct tea tct tec agg cag tea tta 4678 
Glu Ser Ser ser Ser Thr Ser Ser Ser Ser Ser Arg Gin Ser Leu 
1380 1385 1390 

gga ctt tct eta aac aat ttg aac ate aca gag get gtt age tea 4723 
Gly Leu Ser Leu Asn Asn Leu Asn lie Thr Glu Ala val ser Ser 
1395 1400 1405 

gat att ttg eta gat gat get gqt gat gca act gga cat aaa gat 4768 
Asp lie Leu Leu Asp Asp Ala Gly Asp Ala Thr Gly His Lys Asp 
1410 1415 1420 

gqc cgc agt gtq aaa att ata gtc tec ata age aag ggc tat ggt 4813 
Gly Arg Ser Val Lys lie lie val Ser lie Ser Lys Gly Tyr Gly 
1425 1430 1435 

cga gca aag gac caa aaa tct cag gca tat ttg ata gga tec att 4858 

Arg Ala Lys Asp Gin Lys Ser Gin Ala Tyr Leu He Gly Ser lie 

1440 1445 1450 
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ggt gtt agt gga aaa acc aag tgg gat gtc tta gat ggt gta ata 4903 
Gly val Ser Gly Lys Thr Lys Trp Asp val Leu Asp Gly Val lie 
1455 1460 1465 

aga cgt etc ttt aag gaa tat gta ttc cga att gat aca tec act 4948 
Arg Arg Leu phe Lys Glu Tyr Val Phe Arg lie Asp Thr ser Thr 
1470 1475 1480 

age ctt ggt ctg age tct gac tgc att get age tac tgt ata gqa 4993 
Ser Leu Gly Leu Ser Ser Asp Cys lie Ala Ser Tyr Cys lie Gly 
1485 1490 1495 

gac tta att aga tec cat aac eta gaa gtg cet gaa ttg ctg cet 5038 
Asp Leu lie Arg Ser His Asn Leu Glu val Pro Glu Leu Leu Pro 
1500 1505 1510 

tgt gqa tac ctt gtt gqa gat aat aac ate ate act gtq aac etc 5083 
cys Gly Tyr Leu val Gly Asp Asn Asn lie lie Thr val Asn Leu 
1515 1520 1525 

aaa ggg gta gaa gaa aat agt ttg gac agt ttt gtt ttt gat acg 5128 
Lys Gly val Glu Glu Asn Ser Leu Asp Ser Phe Val Phe Asp Thr 
1530 1535 1540 

ctg att cet aaa cca att acc caa agg tac ttt aac ttg ttg atg 5173 
Leu lie Pro Lys Pro lie Thr Gin Arg Tyr Phe Asn Leu Leu Met 
1545 1550 1555 

gag cat cac aga att ata etc tea gqa ccg agt ggt act gqa aag 5218 
Glu His His Arg lie lie Leu Ser Gly Pro Ser Gly Thr Gly Lys 
1560 1565 1570 

acc tat ttg gca aac aaa ctt get gaa tat gta ata acc aaa tct 5263 
Thr Tyr Leu Ala Asn Lys Leu Ala Glu Tyr val lie Thr Lys Ser 
1575 1580 1585 

gga agg aaa aaa aca gag gat gca att gee act ttt aat gtq gac 5308 
Gly Arg Lys Lys Thr Glu Asp Ala lie Ala Thr Phe Asn val Asp 
1590 1595 1600 

cac aag tea agt aag gaa ttg caa caa tat eta get aac ctg get 5353 
His Lys ser Ser Lys Glu Leu Gin Gin Tyr Leu Ala Asn Leu Ala 
1605 1610 1615 

gaa cag tgc agt get gat aat aat gga gtg gag etc cca gtt gta 5398 
Glu Gin cys Ser Ala Asp Asn Asn Gly val Glu Leu Pro val val 
1620 1625 1630 

ata att ctt gat aat ctt cat cat gtq ggc tct ctg agt gat ate 5443 
lie lie Leu Asp Asn Leu His His val Gly Ser Leu Ser Asp lie 
1635 1640 1645 

ttc aat ggt ttt etc aat tgt aaa tac aac aaa tgt cca tat att 5488 
Phe Asn Gly Phe Leu Asn Cys Lys Tyr Asn Lys cys Pro Tyr lie 
1650 1655 1660 

att gga aca atg aat cag gqa gtt tct tea tea cca aat eta gag 5533 
lie Gly Thr Met Asn Gin Gly Val Ser Ser ser Pro Asn Leu Glu 
1665 1670 1675 

ctg cat cac aat ttc agg tgg gta tta tgt gca aat cat aca gaa 5578 
Leu His His Asn Phe Arg Trp val Leu Cys Ala Asn His Thr Glu 
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1680 1685 1690 

cca gtg aaa ggc ttt tta ggc aga tat ctt cga aga aaa etc ata 5623 
Pro val Lys Gly Phe Leu Gly Arg Tyr Leu Arg Arg Lys Leu lie 
1695 1700 1705 

gag ata gaa att gaa agg aac att cgc aat aat gac eta gtc aaa 5668 
Glu lie Glu lie Glu Arg Asn lie Arg Asn Asn Asp Leu val Lys 
1710 1715 1720 

att ata gat tgg att ccg aag acg tgg cat cat etc aac agt ttt 5713 
lie lie Asp Trp lie Pro Lys Thr Trp His His Leu Asn ser Phe 
1725 1730 1735 

ttg gaa aca cac agt tct tct gac gtt acc att gqt ccc cga eta 5758 
Leu Glu Thr His Ser Ser Ser Asp val Thr lie Gly Pro Arg Leu 
1740 1745 1750 

ttc ctt cct tgc ccc atg gat gta gaa gqt tct aga gta tgg ttc 5803 
Phe Leu Pro Cys Pro Met Asp val Glu Gly Ser Arg Val Trp Phe 
1755 1760 1765 

atg gat etc tgg aac tat tct tta gta cct tat att ctg gag gca 5848 
Met Asp Leu Trp Asn Tyr Ser Leu val Pro Tyr lie Leu Glu Ala 
1770 1775 1780 

gtg aga gag gqt ctt cag atg tat gqg aaa cgc aca cca tgg gaa 5893 
vat Arg Glu Gly Leu Gin Met Tyr Gly Lys Arg Thr Pro Trp Glu 
1785 1790 1795 

gat cct tea aag tgg gtg ctt gac aca tat cca tgg age tea gca 5938 
Asp Pro Ser Lys Trp val Leu Asp Thr Tyr Pro Trp ser Ser Ala 
1800 1805 1810 

act ctg cct cag gag age cca gee tta ctt cag ctg cga cca gaa 5983 
Thr Leu Pro Gin Glu ser Pro Ala Leu Leu Gin Leu Arg Pro Glu 
1815 1820 1825 

gat gtt ggg tat gaa age tgc aca tec act aag gaa gec aca acc 6028 
Asp val Gly Tyr Glu ser Cys Thr Ser Thr Lys Glu Ala Thr Thr 
1830 1835 1840 

tea aag cac att cca caa act gac aca gaa gga gat ccc ctg atg 6073 
Ser Lys His He Pro Gin Thr Asp Thr Glu Gly Asp Pro Leu Met 
1845 1850 1855 

aat atg eta atg aaa etc caa gaa gca gee aat tac teg age aca 6118 
Asn Met Leu Met Lys Leu Gin Glu Ala Ala Asn Tyr Ser Ser Thr 
1860 1865 1870 

caa age tgc gac age gaa age acc agt cac cat gaa gac att ttg 6163 
Gin ser Cys Asp Ser Glu Ser Thr ser His His Glu Asp lie Leu 
1875 1880 1885 

gat tea tct ctt gaa tct acc etc tagagggtga aaaaagttaa 6207 
Asp Ser ser Leu Glu ser Thr Leu 
1890 1895 

gggaaaagac tttgetttta aaaaaatgtt tcaaaagaaa ggtattttca ctaaaccact 6267 

gecagtataa aagcaccctg tcaagggccc tgacccagag ttgtggtctc caaggaggca 6327 

gcagaactaa gtctgaaccg ecaagatget aaattgcaat ggaagcttaa ctttagttta 6387 
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tttctaaaca 


ttttttatat 


ctgtggagta 


atagaaagct ccattactca 


actggaaagg 


6447 


accctaatga 


cagggcaact 


gaacagattg 


cacatgggat agccaaactg 


gactttcttt 


6507 


gtttcctctt 


taaaagttta 


caatgcagac 


cattttttgt 


cccttccttt 


tgtttcctct 


6567 


gaggggctgt 


tcgccccagg 


cagggtccat 


ctttctgatc tgtccaacct 


cctttgtgcc 


6627 


acacggtgct 


ggtcacaggg 


cttcagtagt 


gtttgtgttg tgcgctcacc 


ccattccaga 


6687 


acaaatccaa 


gaggccagtc 


ctccataagc 


acaaatggaa ttgtgcaacc 


accagaaaaa 


6747 


cactactgtg 


gcaaactgga 


gaagtgccaa 


tttaattcta actgccacgt 


tctcatgatg 


6807 


tgctccacca 


actttttagt 


atatgagtca 


ctggttttat aaggttgttt 


ttaccacagt 


6867 


ggtcttttta 


aaccacctgc 


ccactccctt 


aacaagagtt 


ttataccaat 


tattagtcaa 


6927 


cactgataaa 


aggctttttt 


agggctttat 


ttgtttgagc 


cttttcagtg 


aaagaaggaa 


6987 


catttcctat 


ggtgctgtct 


cactgcctta 


aaacagattt 


ctatgacagt 


ttaacagttg 


7047 


gtttaaatcc 


taaaccattg 


gtaatttcca 


ctgtcttttc atttacaacc 


aagcaacacc 


7107 


agttaacata 


gtagcctcat 


ctctatatat 


ctttctcttt 


tttttttttt 


tgaagaaatg 


7167 


gataggagaa 


agatcagtat 


ttttagcctt 


gtgaatagat 


cgctttgcct 


atcctccaaa 


7227 


atattaaaat 


aacccagaaa 


tgctctttga 


ccgtcactta 


aaacctaaga 


catgtggcga 


7287 


aattccatcc 


agttctaagt 


gaaagagttt 


cagaaggcag 


gagattttga 


attattatcc 


7347 


agcagggctg 


gaagcactag 


atgcagcatg 


agcacaacta ttcggctttc 


cttccctatt 


7407 


gtttttgttt 


ttttaatgag 


ttttgacgca 


tgttgttttg 


attgctattg 


ttgtacatga 


7467 


gaaattcagc 


attaaagaac 


actgaagcgg 


taaggtcact 


gtggaagagg 


aagcgtttat 


7527 


actgtaaaag 


aaggttagat 


ttgcacagtc 


tactgggtag 


gtattgtaaa taataatttt 


7587 


taaaacttgc 


acaaatcaaa 


acaaacacaa 


acaaaattgt 


attttatcct 


gttggtgtta 


7647 


agaggtgttt 


cacttgctga 


gatttcctgt 


acattgcaaa 


caaatacaga atgcaaaccc 


7707 


tcaaagctgt 


attatctggt 


gtgtttgtcc 


tgtatttaca 


gttgtttttg 


actatgcagg 


7767 


agctatcagt 


gctagagtga 


gcatgcttca 


aaactgtaca 


tgaagccaat 


atatttttgg 


7827 


ataagtaaaa 


ctgtctgaaa 


gtacatctgt 


catggcaggc 


tttaaagaga 


gtgcatgaaa 


7887 


actgatcagt 


cattggagaa 


gttaccacca 


cacacaaagg 


acaggtttta agtttatgaa 


7947 


acccaagggc 


taggccatgg 


tatagacttc 


ttctatgagt 


gtgtgaaaat 


gtgttacttt 


8007 


taggacgtgt 


atttggtgct 


actctctgtg 


accaccaatg 


ggtcagttgc 


tatagaacaa 


8067 


caacaccacg 


aaacatctgt 


gcagttttca 


gagtgtcaca 


aagtcaatag 


gtccttacac 


8127 


ggtgctattg 


ccctaaggga 


aatccgaact 


gaatttatgc 


acatagaatt 


gtcaccctga 


8187 


ctttgaagcc 


tcaaacatgg 


atcaaatctg 


ttgtgaaaca 


tcaatatatg 


tagctggatg 


8247 
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agtgactagt ttcccttgta taatatgtga tctaagaaaa ttgctaatct ttccctgcca 8307 

ttttgagaaa cacagtccaa acatgagcat aaacagaatt tcctgcaata catcccagta 8367 

ggtccaccta gtttacaact taaactagtt tgtgaaacat ttgtctgtat acattttata 8427 

ttttgtacat tttgatgtaa catatcatgt aaataggcag aaacagtgaa ataaatcatc 8487 

tgaaaagttt tgtagtcttt gtaaagcccc aacaataagt acttggtgtc aatggactta 8547 

actggatgat gtattttcta ttggtttatt gttcctctag cttgtaaacc agcttgcata 8607 

tatttttttg caaatgtgca ccctgtatct gtctaaatta ttactttgcc attaaagtgg 8667 

aattatttat tgacaaaaaa aaa 8690 

<210> 12 

<211> 1895 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Asp Leu Ser Ser Glu Met Asn Arg His Gly Lys Asn Pro Val Ser 
15 10 15 

His Lys Leu Glu Asp Gin Lys Lys lie Tyr Thr Asp Trp Ala Asn His 
20 25 30 

Tyr Leu Ala Lys Ser Gly His Lys Arg Leu lie Lys Asp Leu Gin Gin 
35 40 45 

Asp lie Ala Asp Gly Val Leu Leu Ala Glu lie lie Gin lie lie Ala 
50 55 60 

Asn Glu Lys val Glu Asp He Asn Gly cys Pro Arg Ser Gin ser Gin 
65 70 75 80 

Met lie Glu Asn val Asp val Cys Leu Ser Phe Leu Ala Ala Arg Gly 
85 90 95 

Val Asn val Gin Gly Leu ser Ala Glu Glu lie Arg Asn Gly Asn Leu 
100 105 110 

Lys Ala lie Leu Gly Leu Phe Phe Ser Leu Ser Arg Tyr Lys Gin Gin 
115 120 125 

Gin His His Gin Gin Gin Tyr Tyr Gin Ser Leu val Glu Leu Gin Gin 
130 135 140 

Arg val Thr His Ala ser Pro Pro ser Glu Ala ser Gin Ala Lys Thr 
145 150 155 160 
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Gin Gin Asp Met Gin Ser Arg Leu Pro Gly Pro Ser Arg Val Pro Ala 
165 170 175 

Ala Gly Ser Ser Ser Lys val Gin Gly Ala Ser Asn Leu Asn Arg Arg 
180 185 190 

Ser Gin Ser Phe Asn Ser lie Asp Lys Asn Lys Pro Pro Asn Tyr Ala 
195 200 205 

Asn Gly Asn Glu Lys Gly Glu Asp Pro Glu Thr Arg Arg Met Arg Thr 
210 215 220 

Val Lys Asn lie Ala Asp Leu Arg Gin Asn Leu Glu Glu Thr Met Ser 
225 230 235 240 

Ser Leu Arg Gly Thr Gin lie Ser His Ser Thr Leu Glu Thr Thr Phe 
245 250 255 

Asp Ser Thr Val Thr Thr Glu val Asn Gly Arg Thr He Pro Asn Leu 
260 265 270 

Thr Ser Arg Pro Thr Pro Met Thr Trp Arg Leu Gly Gin Ala Cys Pro 
275 280 285 

Arg Leu Gin Ala Gly Asp Ala Pro Ser Leu Gly Ala Gly Tyr Pro Arg 
290 295 300 

Ser Gly Thr Ser Arg Phe lie His Thr Asp Pro Ser Arg Phe Met Tyr 
305 310 315 320 

Thr Thr Pro Leu Arg Arg Ala Ala val Ser Arg Leu Gly Asn Met Ser 
325 330 335 

Gin lie Asp Met Ser Glu Lys Ala Ser Ser Asp Leu Asp Met Ser Ser 
340 345 350 

Glu val Asp val Gly Gly Tyr Met Ser Asp Gly Asp lie Leu Gly Lys 
355 360 365 

Ser Leu Arg Thr Asp Asp lie Asn Ser Gly Tyr Met Thr Asp Gly Gly 
370 375 380 

Leu Asn Leu Tyr Thr Arg Ser Leu Asn Arg lie Pro Asp Thr Ala Thr 
385 390 395 400 

Ser Arg Asp lie lie Gin Arg Gly val His Asp Val Thr Val Asp Ala 
405 410 415 
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Asp Ser Trp Asp Asp Ser Ser Ser Val Ser Ser Gly Leu Ser Asp Thr 
420 425 430 

Leu Asp Asn lie Ser Thr Asp Asp Leu Asn Thr Thr ser ser val Ser 
435 440 445 

Ser Tyr Ser Asn lie Thr val Pro ser Arg Lys Asn Thr Gin Leu Arg 
450 455 460 

Thr Asp Ser Glu Lys Arg Ser Thr Thr Asp Glu Thr Trp Asp Ser Pro 
465 470 475 480 

Glu Glu Leu Lys Lys Pro Glu Glu Asp Phe Asp ser His Gly Asp Ala 
485 490 495 

Gly Gly Lys Trp Lys Thr val Ser Ser Gly Leu Pro Glu Asp Pro Glu 
500 505 510 

Lys Ala Gly Gin Lys Ala Ser Leu Ser Val Ser Gin Thr Gly Ser Trp 
515 520 525 

Arg Arg Gly Met Ser Ala Gin Gly Gly Ala Pro ser Arg Gin Lys Ala 
530 535 540 

Gly Thr ser Ala Leu Lys Thr Pro Gly Lys Thr Asp Asp Ala Lys Ala 
545 550 555 560 

Ser Glu Lys Gly Lys Ala Pro Leu Lys Gly Ser Ser Leu Gin Arg Ser 
565 570 575 

Pro Ser Asp Ala Gly Lys Ser Ser Gly Asp Glu Gly Lys Lys Pro Pro 
580 585 590 

ser Gly lie Gly Arg Ser Thr Ala Thr ser Ser Phe Gly Phe Lys Lys 
595 600 605 

Pro Ser Gly Val Gly Ser Ser Ala Met lie Thr ser Ser Gly Ala Thr 
610 615 620 

lie Thr Ser Gly Ser Ala Thr Leu Gly Lys lie Pro Lys Ser Ala Ala 
625 630 635 640 



lie Gly Gly Lys Ser Asn Ala Gly Arg Lys Thr Ser Leu Asp Gly ser 
645 650 655 



Gin Asn Gin Asp Asp val Val Leu His val ser Ser Lys Thr Thr Leu 
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665 670 



Gin Tyr Arg ser Leu Pro Arg Pro ser Lys Ser Ser Thr ser Gly lie 
675 680 685 

Pro Gly Arg Gly Gly His Arg Ser Ser Thr Ser ser lie Asp Ser Asn 
690 695 700 

val Ser Ser Lys ser Ala Gly Ala Thr Thr Ser Lys Leu Arg Glu Pro 
705 710 715 720 

Thr Lys lie Gly ser Gly Arg Ser Ser Pro Val Thr Val Asn Gin Thr 
725 730 735 



Asp Lys Glu Lys Glu Lys Val Ala val Ser Asp Ser Glu ser val Ser 
740 745 750 



Leu Ser Gly Ser Pro Lys Ser Ser Pro Thr Ser Ala Ser Ala Cys Gly 
755 760 765 

Ala Gin Gly Leu Arg Gin Pro Gly ser Lys Tyr Pro Asp lie Ala Ser 
770 775 780 

Pro Thr Phe Arg Arg Leu Phe Gly Ala Lys Ala Gly Gly Lys ser Ala 
785 790 795 800 

Ser Ala Pro Asn Thr Glu Gly val Lys Ser Ser Ser Val Met Pro Ser 
805 810 815 

Pro Ser Thr Thr Leu Ala Arg Gin Gly Ser Leu Glu Ser Pro Ser Ser 
820 825 830 

Gly Thr Gly Ser Met Gly Ser Ala Gly Gly Leu Ser Gly Ser ser Ser 
835 840 845 

Pro Leu Phe Asn Lys pro Ser Asp Leu Thr Thr Asp Val lie Ser Leu 
850 855 860 

Ser His Ser Leu Ala ser ser Pro Ala Ser val His Ser Phe Thr Ser 
865 870 875 880 

Gly Gly Leu Val Trp Ala Ala Asn Met Ser Ser Ser Ser Ala Gly Ser 
885 890 895 

Lys Asp Thr Pro Ser Tyr Gin Ser Met Thr ser Leu His Thr Ser ser 
900 905 910 
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Glu ser lie Asp Leu Pro Leu Ser His His Gly ser Leu Ser Gly Leu 
915 920 925 



Thr Thr Gly Thr His Glu Val Gin Ser Leu Leu Met Arg Thr Gly Ser 
930 935 940 

val Arg Ser Thr Leu Ser Glu Ser Met Gin Leu Asp Arg Asn Thr Leu 
945 950 955 960 

Pro Lys Lys Gly Leu Arg Tyr Thr Pro Ser ser Arg Gin Ala Asn Gin 
965 970 975 

Glu Glu Gly Lys Glu Trp Leu Arg Ser His Ser Thr Gly Gly Leu Gin 
980 985 990 

Asp Thr Gly Asn Gin Ser pro Leu Val ser Pro ser Ala Met Ser Ser 
995 1000 1005 

Ser Ala Ala Gly Lys Tyr His Phe Ser Asn Leu val Ser Pro Thr 
1010 1015 1020 

Asn Leu Ser Gin Phe Asn Leu Pro Gly Pro Ser Met Met Arg Ser 
1025 1030 1035 

Asn Ser lie Pro Ala Gin Asp Ser Ser Phe Asp Leu Tyr Asp Asp 
1040 1045 1050 

Ser Gin Leu Cys Gly Ser Ala Thr ser Leu Glu Glu Arg Pro Arg 
1055 1060 1065 

Ala lie Ser His Ser Gly ser Phe Arg Asp Ser Met Glu Glu val 
1070 1075 1080 

His Gly ser Ser Leu Ser Leu Val Ser Ser Thr Ser Ser Leu Tyr 
1085 1090 1095 

Ser Thr Ala Glu Glu Lys Ala His Ser Glu Gin lie His Lys Leu 
1100 1105 1110 

Arg Arg Glu Leu val Ala Ser Gin Glu Lys val Ala Thr Leu Thr 
1115 1120 1125 

Ser Gin Leu Ser Ala Asn Ala His Leu Val Ala Ala Phe Glu Lys 
1130 1135 1140 

Ser Leu Gly Asn Met Thr Gly Arg Leu Gin Ser Leu Thr Met Thr 
1145 1150 1155 



Page 28 



Corrected Sequence Li sti ng2 . ST25 

Ala Glu Gin Lys Glu Ser Glu Leu lie Glu Leu Arg Glu Thr lie 
1160 1165 1170 

Glu Met Leu Lys Ala Gin Asn Ser Ala Ala Gin Ala Ala He Gin 
1175 1180 1185 

Gly Ala Leu Asn Gly Pro Asp His Pro Pro Lys Asp Leu Arg lie 
1190 1195 1200 



Arg Arg Gin His Ser Ser Glu Ser Val Ser Ser lie Asn ser Ala 
1205 1210 1215 



Thr ser His Ser Ser lie Gly Ser Gly Asn Asp Ala Asp Ser Lys 
1220 1225 1230 



Lys Lys Lys Lys Lys Asn Trp Leu Arg Ser ser Phe Lys Gin Ala 
1235 1240 1245 



Phe Gly Lys Lys Lys Ser Thr Lys Pro Pro Ser ser His Ser Asp 
1250 1255 1260 

lie Glu Glu Leu Thr Asp ser Ser Leu Pro Ala Ser Pro Lys Leu 
1265 1270 1275 

Pro His Asn Ala Gly Asp Cys Gly Ser Ala Ser Met Lys Pro Ser 
1280 1285 1290 

Gin Ser Ala Ser Ala lie Cys Glu Cys Thr Glu Ala Glu Ala Glu 
1295 1300 1305 

lie lie Leu Gin Leu Lys Ser Glu Leu Arg Glu Lys Glu Leu Lys 
1310 1315 1320 

Leu Thr Asp lie Arg Leu Glu Ala Leu Ser Ser Ala His His Leu 
1325 1330 1335 

Asp Gin lie Arg Glu Ala Met Asn Arg Met Gin Asn Glu lie Glu 
1340 1345 1350 

lie Leu Lys Ala Glu Asn Asp Arg Leu Lys Ala Glu Thr Gly Asn 
1355 1360 1365 

Thr Ala Lys Pro Thr Arg Pro Pro Ser Glu Ser ser ser ser Thr 
1370 1375 1380 

Ser Ser Ser ser Ser Arg Gin Ser Leu Gly Leu ser Leu Asn Asn 
1385 1390 1395 
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Leu Asn lie Thr Glu Ala val Ser Ser Asp lie Leu Leu Asp Asp 
1400 1405 1410 

Ala Gly Asp Ala Thr Gly His Lys Asp Gly Arg ser Val i_ys lie 
1415 1420 1425 

lie val ser lie Ser Lys Gly Tyr Gly Arg Ala Lys Asp Gin Lys 
1430 1435 1440 

Ser Gin Ala Tyr Leu lie Gly Ser lie Gly Val Ser Gly Lys Thr 
1445 1450 1455 

Lys Trp Asp val Leu Asp Gly Val lie Arg Arg Leu Phe Lys Glu 
1460 1465 1470 

Tyr Val Phe Arg lie Asp Thr ser Thr Ser Leu Gly Leu Ser Ser 
1475 1480 1485 

Asp Cys lie Ala Ser Tyr Cys lie Gly Asp Leu lie Arg Ser His 
1490 1495 1500 

Asn Leu Glu val Pro Glu Leu Leu Pro Cys Gly Tyr Leu Val Gly 
1505 1510 1515 

Asp Asn Asn lie lie Thr val Asn Leu Lys Gly Val Glu Glu Asn 
1520 1525 1530 

Ser Leu Asp Ser Phe val Phe Asp Thr Leu lie Pro Lys Pro He 
1535 1540 1545 

Thr Gin Arg Tyr Phe Asn Leu Leu Met Glu His His Arg lie lie 
1550 1555 1560 

Leu ser Gly Pro Ser Gly Thr Gly Lys Thr Tyr Leu Ala Asn Lys 
1565 1570 1575 

Leu Ala Glu Tyr Val lie Thr Lys Ser Gly Arg Lys Lys Thr Glu 
1580 1585 1590 

Asp Ala He Ala Thr Phe Asn val Asp His Lys Ser Ser Lys Glu 
1595 1600 1605 

Leu Gin Gin Tyr Leu Ala Asn Leu Ala Glu Gin cys Ser Ala Asp 
1610 1615 1620 



Asn Asn Gly Val Glu Leu Pro Val Val lie lie Leu Asp Asn Leu 
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1625 1630 1635 

His His val Gly Ser Leu ser Asp lie Phe Asn Gly Phe Leu Asn 
1640 1645 1650 

Cys Lys Tyr Asn Lys cys Pro Tyr lie lie Gly Thr Met Asn Gin 
1655 1660 1665 

Gly val Ser ser ser Pro Asn Leu Glu Leu His His Asn Phe Arg 
1670 1675 1680 

Trp val Leu cys Ala Asn His Thr Glu Pro val Lys Gly Phe Leu 
1685 1690 1695 

Gly Arg Tyr Leu Arg Arg Lys Leu He Glu lie Glu lie Glu Arg 
1700 1705 1710 

Asn lie Arg Asn Asn Asp Leu val Lys lie lie Asp Trp lie Pro 
1715 1720 1725 

Lys Thr Trp His His Leu Asn ser Phe Leu Glu Thr His Ser ser 
1730 1735 1740 

Ser Asp val Thr lie Gly Pro Arg Leu Phe Leu Pro cys Pro Met 
1745 1750 1755 



Asp val Glu Gly Ser Arg val Trp Phe Met Asp Leu Trp Asn Tyr 
1760 1765 1770 

Ser Leu Val Pro Tyr lie Leu Glu Ala Val Arg Glu Gly Leu Gin 
1775 1780 1785 

Met Tyr Gly Lys Arg Thr Pro Trp Glu Asp Pro Ser Lys Trp Val 
1790 1795 1800 

Leu Asp Thr Tyr Pro Trp ser Ser Ala Thr Leu Pro Gin Glu Ser 
1805 1810 1815 

Pro Ala Leu Leu Gin Leu Arg Pro Glu Asp val Gly Tyr Glu ser 
1820 1825 1830 

cys Thr Ser Thr Lys Glu Ala Thr Thr ser Lys His lie Pro Gin 
1835 1840 1845 

Thr Asp Thr Glu Gly Asp Pro Leu Met Asn Met Leu Met Lys Leu 
1850 1855 1860 



Page 31 



Corrected Sequence Listing2.ST25 
Gin Glu Ala Ala Asn Tyr ser ser Thr Gin Ser Cys Asp Ser Glu 
1865 1870 1875 

Ser Thr Ser His His Glu Asp He Leu Asp Ser Ser Leu Glu Ser 
1880 1885 1890 

Thr Leu 
1895 

<210> 13 

<211> 3682 

<212> DNA 

<213> Homo sapiens 



<400> 13 



gaattcctgg 


tggagaacag 


cacatgtaca gatggggtga 


gaacagcata 


cgtacaggta 


60 


ggggtaagct 


ggtgctatat 


gagaaagcat ggaataagtt 


attaagtttg 


acctgcttgg 


120 


gaactgaggg 


gcaggtgtga 


gggatgaagc aggagtaggt 


aggggctaga 


tcacaaaaga 


180 


tctatgccag 


tgtttctcac 


agtgtgattc ccagcccagt 


agcatgatat 


cacttgggat 


240 


cttgttagaa 


atacaaattc 


ttatacatca ccctggacta 


gaccacctga 


ataagaaaag 


300 


ttgggcatga 


ggcctacaaa 


tttttaaaaa agtcatacag 


gtgattgcaa 


tgcatgctaa 


360 


agtttgagaa 


acactctttg 


ctgtggtttg aatatttgtg 


tccttccaaa attcatgtag 


420 


aaaccatctc 


caatgttata 


gtattaagag gagggaccct 


tgggagctga tcagatcatg 


480 


aagtctcctt 


tcttataaag 


gggattaaaa gccttggccc 


ttttaccctt 


tgtccatgta 


540 


aggacacagt 


gttggaagca 


gggactgggt tctcaccaga 


aacagaacct 


gccagcctct 


600 


tggtcttgga 


cttctcagcc 


tccacaattg tgagaaataa 


gtttctgttg 


tttataagtt 


660 


aaccagtctc 


aggtattttg 


taatggcagc acaaaggggc 


taagaaactg 


ttctatgccc 


720 


taacaagaaa 


tgtggtcact 


ttcctgaagg aaatggggat 


atatataaag 


atgttatata 


780 


agactcgtaa 


tatttatttg 


gaaggcttgc tctgcaagca 


aggtggaaga gcaacatgaa 


840 


ggaagcgtgg 


tggaggtgag 


aggactggag gttaagttgg 


tagggagata 


caggaaagaa 


900 


gcttatgaca 


cttgagttaa 


aatgtagcat ccttcctatg 


tgtagggctc 


ataaaaatgt 


960 


atagtctaag 


atagaacaca 


gaatactcta tgaatcctgc 


ccacaaggtg 


ttggtaatct 


1020 


agattcactt 


tttttttctg 


ataatgccat ccatatgtat 


ggagcgtcta 


ctactgtatg 


1080 


ccagagtgac 


tctggaatcg 


gtttggttga tctagacaag 


accataagga 


gagtcccctt 


1140 


actacctctt 


ctccagggga 


gggattcaag ttgaactagt 


acttcagaga 


ctgtttagta 


1200 


atatcatgca 


tgaaaggtga 


tggttaggac agaaaaataa 


atggattgca tcataattcc 


1260 


tcaggttctc 


caaatatgtg 


gtggtctcaa accatgtgaa 


ttggtctgca 


catcctgttt 


1320 


gggttgcgtg 


tcagcagttg 


agatctgagc cttatttgta 
Page 


acagtgaaac 
32 


agtgagagac 


1380 
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ctgcccttca 


agagctgttt 


ttcagctagg 


aatagaaaag 


ggccaggcta gactcctctt 


1440 


tctgctggat 


cttgcttctt 


ctcagcaata 


gaagtagacc 


tgccttccta 


gctgtagaga 


1500 


aaaggtgccg 


gtaggcgggc 


aggtgagcct 


gtggataatc 


ctggagtaaa 


ggttcaatag 


1560 


accttcaagt 


ctatcctaca 


ggattcggag 


tgaggggaga 


gaaaaggaga 


cgcttctctg 


1620 


gctgagagag 


gaagagaaaa 


aaaaatccca 


gatatctgac 


agctatatct 


tcccatcacc 


1680 


accttcctct 


aaacccatgc 


ctctctgttt 


agtaggacat 


aaaatgaaga gtgacccacc 


1740 


ccccaccccc 


agcccatccc 


ccgtttgtag 


gtgtgctttc 


aatgaaaata 


agtcggtgtt 


1800 


catggacgga 


aactagagca 


gctgaaaata 


gatgcaagac 


ttgttgagca 


tacaaatcat 


1860 


ttccccctta 


gtctccaagg 


gaggaaaaaa 


aatccctctt 


actctccttg 


cagcctgtgt 


1920 


tctgcattct 


ggagaggaag 


ctgaggctgg 


tcctcaggcg 


ctcctcccgc 


cgttcccgca 


1980 


ggaaactttt 


ctcgcagggc 


ccgctccgtc 


catcccgcgc 


ggttccaaga 


cggtgggcct 


2040 


cccgtgggct 


cctctcctgg 


gcaagggccc 


agaccccgcg 


acgcgcctgt 


ctctttaaat 


2100 


tccagctgcg 


cggctgggaa 


acagcgccac 


tcgccgccca 


ggccggctgg 


aggctgaaga 


2160 


gcgagctcgc 


gctttcgctc 


ccggctgcgc 


gccgcggaga 


gctgggctcg 


gcccgcgggc 


2220 


tgctaggtgg 


cggcggcgcg 


gggcggggag 


gcgcggcccg 


gcggaggagg 


gaagaaagag 


2280 


cgagccgggc 


cgggagaggc 


gccgcgcccg 


gtcccgcgcc 


cggtcccgca 


cccgctctca 


2340 


gcggcccaag 


cagtttcttt 


ctgggtgaca 


agaatgtgcc 


tcggttggtt 


tttctttttt 


2400 


ttctccatct 


ccttaagacg 


atttccatag 


taacctgatc 


aagtggctca 


aaatcgcaaa 


2460 


cctgaggatt 


tccgcggccc 


gccggcaaga 


cctcggccag 


gtaacgctgc 


gatctcctcc 


2520 


tcttccattg 


caaaccgctg 


cgctccttgc 


aaagttcctt 


ttgtggaaaa 


tcgcccagcc 


2580 


caagggagcc 


cggggtattt 


gcaacagcgt 


gttcatttcc 


aggtgcctgt 


cacgggtctc 


2640 


ctccctgctg 


cttctccagg 


acccatgatg 


agattatttt 


taaaaattgt 


ttttggtcgt 


2700 


ctcccccgcc 


ccctcccctt 


ctttattttt 


ttcctcttcg 


ctgcactctt 


ctcggctttt 


2760 


cccctgacac 


tactgatggg 


ggtgcggggg 


gacgtcgggg 


atgggggtgg 


ccagcgcggt 


2820 


cctgggagtg 


gcgggttcgg 


atgggctggc 


tgcggtgggc 


cactttgggc 


atctcggcgt 


2880 


ggcctgcgcc 


ggggtcacgg 


ggagggctgt 


cagcgccagg 


gcggcggaac 


ccgaggtctc 


2940 


cagacgagtg 


agggagggat 


gcaggcttgg 


gggtgatgga 


gcgcttggct 


ggtggctggt 


3000 


gagcgtccat 


acatcatagc 


tctccttccc 


actcccccgc 


ccctcttcgg 


gattctctct 


3060 


ttctctttcc 


ccgtcctcat 


ttctttcttc 


ctttactcac 


cactcgcttc 


attctcttcc 


3120 


ttccatttcc 


tctttttttc 


tcccctcatt 


tccttttttt 


cctttccctt 


ttaaagaaag 


3180 


gggaatcgtt 


tgtaaccctt 


tcgttctacc 


aacgtggaat 


agctgtgaaa 


cctgcagcgt 


3240 
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ggtcacctca gcctggtcgt tttcagaccc gtcctcatcc atcaacatat ttgtttcccg 3300 



agtctattga 


tctccctgaa 


ttctacagaa 


atgcattcta 


agctaggcgc 


ctgtatgtca 


3360 


gaatcagttc 


tgcaggtagc 


ttccgtgctc 


caagtatgac 


atgtattgta agggctgcat 


3420 


ctgttttaaa 


cccacataag 


ccatgggtat 


aaataaatgt 


agctttgaaa aaaaatctgg 


3480 


ccttattcta 


gataaacttc 


cctcttaaat 


tactgatata 


ctcttctccc 


tctttgacat 


3540 


ttaattttag 


gaaagttggg 


agacaggttc 


ttgtcctcca 


gtttttaagg 


agcaggcaac 


3600 


ttctattatc 


ttaattttct 


cgtctttgaa 


catcactcac 


gtttgcacta 


cccagtcagt 


3660 


ggaacgagtg 


ggtcataatt 


aa 








3682 


<210> 14 

<211> 3904 

<212> DNA 

<213> Homo sapiens 












<:400> 14 

cctgcattat 


tgtttttatc 


tgacttccaa 


ttttggtgtt 


ccctgggtgg 


gtgggttttc 


60 


ctgacacatt 


tacaagatgc 


ttttggcagg 


ttggctggaa tttgaaggca 


catttaattg 


120 


taggtgcaat 


aaaatattca 


ttttctcttg 


ttcttggttt 


gagatgtcat 


gcccttttgg 


180 


tcacttatat 


tttggtgtga 


ctgtgtgtgt 


gtgtgtatgt 


gtttgtgtga 


aggatttaac 


240 


aaagtctgtt 


ctaactgtca 


tgtgatttga 


agttaaaagg 


tatgttagtg 


acaagccaca 


300 


aatttctctt 


atttatagta 


cattgatcct 


gaaaccattt 


tttcccttgt 


gatttcttct 


360 


gtgcatggat 


catttaacga 


aaggttggca 


atgatgagct 


atttttttat 


aataggaaaa 


420 


aaattcctca 


agtttactta 


ccaagtcata 


tttttataca 


gagggattag 


caaatatttc 


480 


tgatctaata 


ttttaataga 


ctgaattgct 


gaccactgct 


aattaccaag 


aatatatttt 


540 


cttaattctg 


aaattgctgt 


acctctcaag 


ttgtctggag 


gactccaagt 


gacccaactt 


600 


gtaactcatg 


gcaacaggaa 


gtggttgttc 


tgggtgcaag 


ctgaagtgtg 


cacatggacc 


660 


cgtactttgt 


tagcactcgg 


ggacttgata 


tggaaagaat 


taatgtactg 


gcttttttgt 


720 


atagatgaat 


gttaactttc 


tgacattagt 


cagaactaca 


tctcccaagc 


cttgttttgc 


780 


agtgtctgtc 


cctttgctct 


tcacttacaa 


taagtcctta 


cttaactgac 


ttgataggtt 


O " w 


cttggaaact 


gcaactttaa 


gcaaaaggaa 


gtataatgaa 


acacttttat 


cacaggctaa 


900 


ttggtagaaa 


caagacttaa 


gttcccatgg 


catatttctg 


gtcacaaaaa 


catttccaaa 


960 


cttctcaaaa 


cacttcaata 


ttaagcattc 


aaatacatgt 


aaactatgta 


tatatgtaag 


1020 


aaaggttact 


ataaaccaga 


tcaatattta 


cccaattatt 


taagttcagg 


gtcttaggtg 


1080 


gctggagcct 


atccgagtag 


ctcagggcac 


aaggcgggaa 


ccagccctag 


acaggacacc 


1140 


atcctgttgc 


agggcacgtt 


cacacatgcc 


cacacgcagg 


ctgggaccat 


ttacatgtgc 


1200 
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caattcacct 


accatgcaca 
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tctttgagac gtggcaggaa gcaagagtac ctggagaaaa 


1260 


tccatacaga 


tatggggaga 


atgtacaaac 


tccacccaga 


cagtggaccc 


agccaggaat 


1320 


caacatttgg 


gcaacattat 


aatgaaacga 


agttgaatga 


aatgatgtcg 


ttccacgacc 


1380 


tgctgtactt 


gaggggtgtt 


ataaaattct 


cagaagacag 


aggtttaatg 


ctatcttttt 


1440 


aatagaaaat 


aacttataga 


gaagtgtgca 


catgtgactt 


tgtgtgtagc 


aggaatcatt 


1500 


aggatgagaa 


tcagacgtaa 


gaggtggtgc 


caacatgagg 


aatgttgaga 


ttcagggagc 


1560 


tgtggatgga 


agtagaagcc 


agaaggccag 


ggttaggttc 


ctacttctta 


ctgtttcagt 


1620 


tattgcagtg 


ttggcctgtt 


tattcacaga 


tgtcacctag 


ctttgttttc 


tcaagaagaa 


1680 


aaatgagcat 


aatctttcct 


gttatgaatt 


cttaaacaca 


caggacataa 


ccacagacac 


1740 


agaggtgcac 


atatgtagca 


gtaatggata 


ctaaatgata 


cactcggagg 


aaacagaaaa 


1800 


gacttctgaa 


tagagactgg 


agatacttcc 


ttggaccatt 


gatgaatggg 


caatgatgca 


1860 


tttttgtctt 


ccattcagaa 


ggctaatata 


ttgctctcta 


tgttctatgg 


ataaaggcag 


1920 


tatatgctca 


aggatgaatc 


acataatatg 


cataataaat 


ccagcaagca 


ttaccctttt 


1980 


acttatgtga 


ctgcaagtag 


gaatacattt 


cccccactct 


aaccatgtaa 


gatttctttc 


2040 


ccttctccca 


ttttgtaagc 


aaaagtaagt 


tcctgaaagg 


ttaaatggac 


ctcaggatgg 


2100 


gaaaaatccc 


cagagctatc 


tttctgcaca 


gacttcattt 


tttctcccaa 


gtctgactgt 


2160 


caactgcgat 


atctgatatg 


aggctctggt 


gctgatgttt 


ccataggtca 


tcatccttcg 


2220 


gtgtcccaga 


tgaagtctca 


ggtcgaacat 


tgcaatagca 


cagattctga 


atttaatgca 


2280 


tcattaaagt 


tggttatgta 


acccaatggc 


cttgttaaac 


tccagatttt 


taaaattata 


2340 


tgtatttact 


attctcttat 


tttagaatga 


tctcacaatg 


ttcacaagaa 


ataagcccag 


2400 


tccctgcaaa 


gactttaaaa 


gctgcttgtt 


cacatcatta 


gattgtacaa 


cgcttgtaca 


2460 


atgacacttt 


ttgctaatct 


atgcaacatt 


tttgtaacaa 


ttgtgcacat 


tttaactact 


2520 


tcagataatc 


aggacctaga 


gacttcaaga 


tctggaagca 


ttgctggtga 


catagagcaa 


2580 


aaactttctt 


gagaatagga 


agtcagtgtt 


ttgacaagtg 


atttataaca 


gttcaggtat 


2640 


agccaggaag 


gtttgaaaca 


aaccttaagt 


attatttctt 


tcatcttgat 


tagtatatat 


2700 


ttatatgtga 


tctatttatg 


tatattaata 


gatttttggg 


tcttatagcc 


agctttcatt 


2760 


tttctctatt 


ggaaaagatc 


taagtcccca 


tccttccttg 


gtggcttttg 


gtaggtttgt 


2820 


dtjd(-ddddi.d 


L l_y aaljaa LL 


aatggtacct 


tttatacatt 


aatactgcca 


atatgaccat 


2880 


aaaatcatat 


tttttgggaa 


tttattcccc 


cgatcaaaag 


aagcatttgt 


tattgaacac 


2940 


agtcttatgc 


taccttatta 


agatgtatca 


aacaccctga 


ttgatcaaaa 


acacctcagt 


3000 


ccattttaag 


gcagtattgc 


ccagcaatta 


aagatgtagc 


ttctggagga 


gtctttctga 


3060 


gtttgaattc 


agtactcttc 


cacgtactat 


ataggtgatc 
Page 


ttgggtaaac 
35 


ttcttgagtc 


3120 
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tcagtatccc 


catctgtaaa 


attgttgtag 


agaagaattt ttgtgatgat taggtgagag 


3180 


aatatattaa 


tgtaatattt 


aggagagcaa 


ccagcatgta 


gcatatattc 


attacatatc 


3240 


aatttctata 


ttattgatgt 


tcatactgct 


gatgttgaaa tgcacaggaa ggccacagtt 


3300 


attttctgtt 


tagattgatt 


tttcttttaa 


agtctgaaca taaactgtaa tactgtgctt 


3360 


atttatgtag 


gaactgtgat 


ctcgtctcct 


ccttttccca 


tctccccctc 


tctaccttag 


3420 


tttttcctta 


tagtctcaag 


ctgaaaacaa 


tgaccaggtg 


cctaagagat aagaatactc 


3480 


tttcttttga 


actcatggca 


ttagcagtga 


cctggatgag 


attggaggct 


attattctaa 


3540 


gtgaaatagc 


tcaggaatgg 


aaaaccaagc 


attgtatgtt 


cttacttata 


agtgggagct 


3600 


aagctatgag 


gatacaaagg 


cataagaatg 


acacaacaga 


ctttggagac 


ttggggaaag 


3660 


ggtgggaagg 


gggtgaggga 


taaaagacta 


caaatagggt 


gcagtgtata 


ctgcttgggt 


3720 


ggtgggtgca 


ccaaaatctc 


acaaatcacc 


accaaagaac 


ttactcatgt 


aaccaaacac 


3780 


cacctgttcc 


ccagtaacct 


atggatataa 


aaaaattaaa 


aaaaagaaaa 


aaagaaaact 


3840 


cttttttgca 


gggggcaggt 


aaagggtaag 


agggcatccc 


atttttgagt 


ttctagaaaa 


3900 


gctt 












3904 


<210> 15 

<211> 2119 

<212> DNA 

<213> Homo sapiens 












<400> 15 
ctgcaggaag 


cagcagcaag 


gtccagggag 


cctctaattt 


aaataggaga 


agtcagagct 


60 


ttaacagcat 


tgacaaaaac 


aagcctccaa 


attatgcaaa 


tggaaacgaa 


aaaggtaagt 


120 


gtttgttaca 


tcattatgac 


acaagtccaa 


catgagtctt 


gtgaattgca 


tgctaaatct 


180 


aatatttgag 


cagcgtaaca 


actttgggcc 


tagagatgtt 


atcagtggag 


tttctttatg 


240 


tttcctaact 


gtcccctcct 


gactgccagc 


tttcttatct 


gaagaacatt 


ttaaacaaat 


300 


aaactcattc 


attttaaagt 


agttagttat 


atatgcaagt 


acaaatactg 


tttctcaaaa 


360 


acaggtcctt 


ccaaatgcat 


gtaaatcaca 


ttttcttatg 


tctttttatg 


tttttgaaaa 


420 


tgtatcctga 


aatcataaag 


ccatattgaa 


tttatctgaa 


tccttaactt 


cagttaaggt 


480 


aagagccata 


agtgtttttg 


ciLaa i LaaUv^ 


ttggagcatc 


aaaatttgaa 


acataattac 




agtaggtttt 


tatctttgca 


agcagcagat 


cccagagata 


ttatgacctc 


agttttcccc 


600 


aaaagacaaa 


ttattcatat 


ttgttttgtt 


ttcttgaatt 


agtgcataat 


ataaatatca 


660 


aatcacaaaa 


tcaaggacat 


taaatgaaag 


tgtctgttaa 


aggcatatta 


taaatgaatc 


720 


ataagccaca 


cagttctctg 


tgatgtacga 


agtgggcatt 


taaagaggtg 


ctgatttgat 


780 


gcttgtcact 


gagtagcaga 


gaggacgggg 


atgagtatgt 
Page 


gtagtttaca 
36 


cctcaatcat 


840 
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gaggaagtga 


agaacttgtg 


ctgttataag 


tagtatggct 


gtgtgaggaa 


ctagggtgtt 


900 


ctgctggatt 


ttgaggaagt 


attttcaaat 


caatagaact 


tcaaactttt 


cttcagagtg 


960 


ttgggctcta 


catggaaaaa 


cacatgaaat 


taaaaagtgg 


cacaaatgtt 


tagttagtag 


1020 


aacatctggc 


taattgggat 


caaataattc 


aaccatgtgg 


gaacgttttt 


gctcaaaata 


1080 


gataattgtg 


aattgtttca 


tataggcaaa 


tgattagaca 


acttcctctt 


cctcaaatgt 


1140 


gaacggacag 


atgtgatcta 


gaagcaagac 


actcttttgt 


gtaaatattc 


cctttggcct 


1200 


aaagcaaaag 


tggacagact 


ttaaacacct 


gagagcagag 


cagtgtgtgt 


taagattgca 


1260 


atatcttaag 


ctcttgagtt 


aaatggaaaa 


tgaaaaacaa 


aagtgtatat 


ttggaagtta 


1320 


ggaatgtttt 


ctttaaaata 


taaaataaaa 


ttttagattt 


aagatcacaa 


gaaatattac 


1380 


tgaagactta 


tactcttcct 


ggggctaagg 


gaggtgacag 


tcgctcatca 


gaaaaaaaaa 


1440 


aatgccctca 


tttcctaact 


tttctaaaaa 


atataataca 


agttcaggct 


aatacttcct 


1500 


gtatatgtgg 


gaaatttcta 


ggggaagcta 


acaggcttag 


aaataaagat 


gtgttaaata 


1560 


gactaccaaa 


gtgtccaatt 


aagcaacacg 


ataccaccgt 


tattgatatt 


ctagcaagaa 


1620 


attactagca 


atgtttgtaa 


atagacttag 


aaatgcattt 


gatgaattaa 


cacttttata 


1680 


tcttaattta 


tctgaatttt 


tctgtaatgt 


gaaaatgttt 


tatttaactt 


atttctggca 


1740 


tctattagta 


aaattctgat 


gatatacaag 


cattaatatt 


tttccatggc 


cactcaattc 


1800 


atacatacct 


tccctatcta 


tgcttagaag 


gcagtgcaaa 


attagatagt 


agcaatattg 


lobU 


attataacca 


caaggtggag 


acagatgtca 


tgtaatatgc 


agtctgctca 


tataaagcac 


1920 


attttcttag 


acaagagttt 


tcatacgata 


taataaagac 


atctggaatt 


tgtcttgtat 


1980 


gcaatatgaa 


atttgctatt 


aaacgtggag 


ttaaaacttt 


atgtcaatag 


atccaataac 


2040 


aatgttcata 


aattaatcat 


tatgtcatgc 


tgtatttcca 


aaatactatc 


ttaaattata 


2100 


agagcaaacg 


aggtaataa 










2119 


<210> 16 

<211> 2103 

<212> DNA 

<213> Homo sapiens 












<400> 16 
gtacattttt 


taataaagat 


atttatttta 


ari"l"tl"tn?ia 

t* V_ L. L. L L LMQa 


tatgaagatt 


tctagttcta 


60 


gaataatgtt 


tataaaaata 


tacaaatcca 


tctggtgatg 


agttgacctc 


tatcacaact 


120 


agtttgcata tataacttgg 


gtgtgaccaa 


gcaaggtgag 


agttaagaac 


ttttaaaact 


180 


tactgtatta tattgataga 


actcagaaag 


tactaacttg 


aatattatta ttctaattgc 


240 


ttttcccttt 


tagttattaa 


aaataagaat 


acttaaatta 


ataacaagat 


cttttactgg 


300 


caggattaac 


caaattatct 


gtaatgtgtt 


cctcgaatgc 
Page 


ttttaagtgg 
37 


aaatatactt 


360 
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tatacattct 


ttaacaactc 


tgagaggatg 


agttacataa 


atcagttcag 


gaatctatag 


420 


aatctgtaat 


acatagtaaa 


ggtttattca 


caattaaaac 


aatttcactt 


ctatattaaa 


480 


aaaacaaatt 


gttgaaagta 


cagtggcttt 


tcatatgtat 


gatttgtaaa 


acaaattagc 


540 


ttttttaaag 


tgatgtgacg 


cttaatgaga 


agaaatcagt 


agagaattac 


aaactgcact 


600 


tcaaaagata 


catctaatat 


cattttaata 


atgaaatttg 


aaaaaatagt 


gtgctcgttt 


660 


tacagtctca 


ttaaatgaat 


taaaatatca 


gcacacattg 


tagtaggtta 


tcattggcag 


720 


agaaggctga 


aatagaaacg 


ttacaatggg 


atgcactgcc 


atctgaacat 


tatgtcgaag 


780 


tggaacgcgg 


aaacatattt 


ctcagaacaa 


gtggtaaaat 


gaaaacagca 


tcatttgtaa 


840 


agcatttctt 


ttgagagtgc 


ttcagtttct 


tctcctgatg 


acctgccatt 


cagaaactga 


900 


caatgaataa 


tacactctga 


caccagcatt 


tgtcaatttg 


cccagaacca 


tatgagagta 


960 


ctctagacag 


atatatgttc 


cgaagtaaac 


cgaatacctg 


ttaactgtaa 


atcaaatctt 


1020 


gtagaaacca 


tgccatggtt 


cctttggaca 


tatactttgc 


atgcctgaag 


caagttacct 


1080 


taagaaatca 


ttcttttgtt 


ttacaaaact 


tgtattaaaa 


aattaaaaat 


gcaaaaaagc 


1140 


ttaatattat 


taggaattta 


tccatagctt 


tatttggaat 


ccagtttctt 


tattatgatc 


1200 


tataaacatg 


catcatttga 


tggagttcct 


tagtggagag 


gtgtttttcc 


atgttgctaa 


1260 


gaaacatgcc 


ccagcaccag 


aagggatact 


acctaccatc 


tttttgccat 


ttctcaccgt 


1320 


gattcttaca 


ttgtacctgt 


ttactcactg 


aacagggctt 


ccttctcttt 


gtctagattc 


1380 


taatcaggtg 


tcttctggtg 


tggaagcttt 


ggcttttatt 


tacacacaac 


acagaattaa 


1440 


taagatagat 


gccaaggatt 


tagcaacatt 


ttaattcaac 


attatacagg 


tatcagagtt 


1500 


aatgagaatt 


atgcattagt 


ctttaaattt 


gggcagctta 


ttcagctaaa 


acatagatgt 


1560 


ctagctctta 


aacactttgt 


ttttttaatt 


actctgaaat 


tacaataaag 


tcaaagaact 


1620 


gaactgtttt 


cttttcaagc 


cagtgcaaat 


gtgctttagt 


tattatttta 


ctggtgatct 


1680 


aattatgcat 


tttaatgctt 


tattacttaa 


tacttatata 


agcctaaaat 


acgttgttaa 


1740 


tgtcataatt 


tcagggattt 


tagtattctt 


tccatgagtt 


accataacta 


ggtgcatatg 


1800 


tguaaataLa 


cgraxa raxc 


IdldlClaLd 


LdtXLdtaLC 


LaLgidLaLd 


LLad L L La Let 


i Rfin 

xouu 


agactaaata 


gacttggcca 


tatgtgttgt 


tggtttatgc 


atacatgcac 


aaatattgag 


1920 


gtgtccacaa 


agtatatatg 


cctgtacata 


aattacatac 


tggctggtga 


gtgaatgtaa 


1980 


gcttctctaa 


attgtacaac 


tctccacaga 


gtggcactct 


aatattgcaa 


aggtacaata 


2040 


taagcatgtg 


cagaatgaac 


agctcttcta 


ggatccctat 


aaaactccac 


cccatgtttc 


2100 


tgt 












2103 


<210> 17 
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<400> 17 



aagcttcatc 


ccagaggggc 


acttgccaga 


tgcctgctag 


agctctcctg 


tatgaggagt 


60 


ctatcaacac 


ctgctgggag 


gtgtctcctc 


gtcaggaggc 


acgggggtca 


gggacccact 


120 


tgaggaggct 


gtctgtccct 


tagcggagct 


agaacactgt 


gctcggagat 


ccgctgctct 


180 


cttcagagct 


ggcaggcaag 


agtgttttag 


tctgctgagc 


ctgcgcccac 


agccgcccct 


240 


tcccccaggt 


gctctgtccc 


agggagatga 


gagttttatc 


tgtaagcccc 


tgactggggc 


300 


tgctaccttt 


ctttcagata 


tgccccgccc 


agagaggagg 


aatctagaga 


ggcagtctgg 


360 


ctacagcagc 


tttgccaagc 


tgcagtgggc 


tctgcccagt 


ccaaaattcc 


cagcgggttt 


420 


gtttacattg 


tgaggggaaa 


agcacctact 


caagcctcag 


ttatggcagt 


tgcccctccc 


480 


cccaccaagc 


tccagggtcc 


caggtgtcct 


tcagactgct 


gtgctggcaa 


tgagaatttc 


540 


aagccagtgg 


atcttagctt 


gctgggctcc 


acaggggtgg 


gatccactga 


gctagaccac 


600 


ttagctccct 


ggcttcagcc 


ccctttccag 


gtgagtggat 


ggttctgtct 


cactggcatt 


660 


ccaggtgcta 


ctggggtatg 


aaaaaaaaaa 


ctcctgcagc 


tagcttggtg 


tctgcccagt 


720 


tttgtgcttg 


aaactcaggc 


ccttggtggt 


gtggacaccc 


aatggaatct 


cctggtgtgc 


780 


atgttgtgaa 


gactgtggga 


aaagcatagt 


atctgggctg 


gatagctccg 


tccttcaagg 


840 


cacagtccct 


catgacttcc 


cttggctagg 


ggagggagtt 


ccccaaccct 


ttgcacttcc 


900 


caggtgaggc 


aacaccccac 


cctgcttctg 


ctcaccctct 


gtgggctgca 


cccactgtct 


960 


aatcagtcac 


tgtgagatga 


gcctggtacc 


tcagttggaa 


atgcagaaat 


cacctgcctt 


1020 


ctgtgttgat 


ctcactggga 


gcagcagact 


ggagctgttc 


ctattcagcc 


atctttctca 


1080 


ggtcataatc 


atagattttt 


aattgatccc 


agcaacatgg 


attagtaaac 


agcatatttc 


1140 


caagtgattt 


ttttttattt 


taaggtcaaa 


tctacaaaat 


attatagtgt 


tatcaccact 


1200 


taaaattatt 


actggtgata 


ctatgtttgt 


ctctattcac 


attttattgc 


tagaaagaat 


1260 


tataatttgt 


agataataat 


agttatttga 


aatgtattac 


atatcctttt 


acttttaaga 


1320 


agaggtgact 


taattatcta 


ggtatacaat 


tattttgagg 


atactaaatg 


tcatgaatag 


1380 


caaatttatc 


atattgcttt 


cctaggtgaa 


gaccctgaaa 


caagaagaat 


gagaacagtt 


1440 


aaaaacatag 


cagacttgag 


gcagaattta 


gaagagacta 


tgtccagtct 


tcgtgggact 


1500 


cagataagcc 


acaggttttt 


ttcaattttg 


catatatttg 


agccaataaa 


gaaaaaataa 


1560 


ttacaaacaa 


acatttaact 


tttcttataa 


tgacagagat 


gggatttcag 


tttcccctta 


1620 


ctattttctc 


ccttgtttta 


tatcaaattg 


attggtaatt 


atccttaaac 


tgagaattca 


1680 


cagtatatac 


ctatttatct 


tttatctcta 


tctctatctg 


ctatttatgt 


ctttttcagt 


1740 
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ataatttcca 


gtactgcaac 
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taccaccatc actgttaagt ggatttgtaa tacctgtcct 


1800 


agaaaacagt 


ggcacaagtt 


gcacttgaaa 


tgcatctggg 


cagggtagta 


gggagacatt 


1860 


caaacataat 


tgtagttaac 


tttcagaata 


ggtctgggaa 


ggttacagtg 


agttaaggat 


1920 


ttgttgaaaa 


tgtaaaacaa 


tatgttgttt 


tacccaaggt 


gtactgatgg 


cctttctttt 


1980 


gaaaacaaac 


gaaaagctat 


aaaatgtatg 


cccctttcca 


caatttgacc 


tcaaaatgaa 


2040 


tatagagttt 


agctttcggg 


aagatgacgt 


gtttataaga 


gatgaccctc 


aactccagcc 


2100 


ttttctgtct 


tcatgcattc 


tagattatgg 


ccctaagtga 


accagagtat 


agttatttct 


2160 


ccattttatt 


tgacagcacc 


ctggagacaa 


catttgacag 


cactgtgaca 


acagaagtta 


2220 


atggaaggac 


catacccaac 


ttgacaagtc 


gacccacccc 


catgacctgg 


aggttgggcc 


2280 


aggcatgtcc 


gcgacttcag 


gcgggagatg 


ctccctccct 


gggtgctggc 


tatcctcgca 


2340 


gtggtaccag 


tcgattcatc 


cacacagacc 


cctcgaggtt 


catgtatacc 


acgcctctcc 


2400 


gtcgagctgc 


tgtctctagg 


ctgggaaaca 


tgtcacagat 


tgacatgagt 


gagaaagcaa 


2460 


gcagtgacct 


ggacatgtct 


tctgaggtcg 


atgtgggtgg 


atatatgagt 


gatggtgata 


2520 


tccttgggaa 


aagtctcagg 


actgatgaca 


tcaacagtgg 


gtaagtaacc 


ctgttctccg 


2580 


tcagcattgt 


gtgaagaggg 


gaggtggtct 


actataatgc 


attcactata 


aacaaatgtg 


2640 


taagtttgcc 


cagaaagtca 


tgagaacata 


tgagatatct 


gaggttattc 


agagtgttga 


2700 


agggcccttc 


ctctgctcat 


tcatggagag 


taaagaatcc 


aagatttcta 


taaattcatt 


2760 


ataagccgct 


aagtttttct 


gttgttgaga 


gaaacacatg 


tggcttctgt 


ttttcagagt 


2820 


gattttcaca 


tgcttcttaa 


gtaacagatt 


ttgtagttaa 


ggacgtggga 


aggagacagg 


2880 


aggagttttg 


ctgatttgct 


tgattttttt 


tttctttttt 


agcttgttag 


aagcggcctg 


2940 


taactgcttt 


gagaaacaaa 


tattttctta 


ctgtcttcaa 


ttatgcatcc 


ccaatttaac 


3000 


ttgagggaaa 


aatcactttg 


gagttgaaag 


tttcactcta 


ttcattttct 


tttgatggta 


3060 


tcagatttca 


atacatctca 


gaccctgttt 


ttcttctgtg 


tcctattaca 


ttccaaaaca 


3120 


tgttgtgatt 


gtaaaactct 


tagagtatat 


taacaatttg 


ggatatttgg 


cataatcaga 


3180 


gaataggtcc 


aaaaggaggc 


aataggatat 


tctattaata 


attgtaattg 


ccatttttag 


3240 


catttcctgt 


tatgtactat 


gctcttgtca 


agtgctttga 


agatagtgtt 


ttacttttcc 


3300 


ttcccaccac 


cagcaatgtt 


tatgaggtag 


atgtttttat 


acatgttcta 


tggataagga 


3360 


aarlTiPi flirt" 


cx ci i_ i_ y y v. Vw v_ 


ggctgggaac 


taacgctagg 


gaaacggcag 


acctgcatta 


3420 


gaactcagct 


atgtctgact 


tcaaacacag 


gctcagtaat 


atgtggaaaa 


gcttcccaat 


3480 


taactttgtc 


tataaacttt 


gtgtgagtct 


ggattttgac 


ttactctttg 


tctttacgca 


3540 


tctgagagga 


cccatgtagg 


aaataattct 


tctatataag 


tgacccttcc 


tgacttcatt 


3600 


catgaaaagc 


ttatgtttga 


agggtgacac 


gacctaaaaa 
Page 


agagtacaaa 
40 


atagcttttg 


3660 
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attacattta 


tagctttgct 


ctgatatcct 


aatacctact 


agtccattcc 


tggtatccac 


3720 


cctacctgac 


tttctaaaaa 


tttagaatta 


tagagactaa 


ttatgattaa 


ttaagatagg 


3780 


ttgttgttca 


gttgccactg 


gattcagagt 


gcctagtttg 


aatctctccc 


attcactatc 


3840 


tgtggacccc 


ttcggaacct 


aacgtatcca 


aattagtttt 


tgtcatctag 


aataaggata 


3900 




aLCLT.Cal.ga 


ag l i.g l Lay g 


a rca xccaca 


aattttagtt 


tgcgcaatgc 


jybu 


ttggcatgat 


acaagcactc 


aataaattta 


tcatcttcct 


ctttatcatc 


actattacat 


4020 


ttattatcat 


taataaccat 


accaattttt 


ggttgttgtt 


agttataatt atcatttttg 


4080 


tatgtattta 


acatagccta 


ggaggcaatg 


cccagttcag 


aaaacataat 


ggcaaagcaa 


4140 


gagtgtctaa 


ggcacactct 


ttctcccatc 


tctctcttct 


ttcttctcca 


ttctttccac 


4200 


tctatcccct 


cttctctttt 


ttttctcaat 


ctccttagat 


gtggacatat 


gtgtgaattc 


4260 


<210> 18 

<211> 2429 
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<400> 18 
tgtgggtgtg 


ggtgtgaagc 


atgtgtatgt 


gtgtgtgtga 


agcatctccc 


cacctgtaat 


60 


gtaagtccat 


gagtgcagaa 


tttttgacat 


attctttacg 


tgttgagttt 


taacaaatgt 


120 


ttgtggagtg 


aatgaacaaa 


ttaatgaata 


taggctattt 


attaattagg caatatagtc 


180 


acataggctg 


gcaatcgcat 


ctaattaaat 


agagtggtaa 


atgagttcca gaaagaacta 


240 


aggtactaca 


aggatgttat 


gaaagagaaa 


aatgagttat 


gtgaaaaata ggagacagtg 


300 


ataagaggga 


aagaatccca 


aagtgtgggc 


cacattttga 


aactaatgac 


ctattattct 


360 


attattgtta 


gctgaaagta 


gaaaacgtca 


tgggagggaa 


tatctgctag 


tttttggtaa 


420 


aggatgttgt 


gatggcagaa 


ccaagaaatg 


aacacaaggt 


gactttggtt 


tggggacagt 


480 


gggataatca 


actctccttg 


ctccatcagg 


gccccagact 


gggctctggc 


agaggaactc 


540 


agaacaacgt 


aaagacctag 


ataggtatct 


aataaattgg gacctgtgaa aacagtgcct 


600 


cttaaagtgt 


ggtacctgga 


ccagcagcag 


cagcagcagc 


agccattgaa acttcataga 


660 


aagacagatt 


ctcagcttca 


tccaagactt 


actgaattag 


aatatctcaa 


ggtaaggcct 


720 


ggtaatctga 


gctttaacta 


gccctcaagg 


tgattcttaa gttcaagcat 


cactatatta 


780 


agttgaacaa 


atagatgcca 


ggcctataaa 


tacatgtaac 


gcctagcata 


aatatttcaa 


840 


cattaaaaat 


gacatttcat 


agttcttatt 


taccctatta 


gctgtgttct 


gtcaagataa 


900 


tgagaatatt 


gatatgttag 


aatacactga 


tgcactaatt 


tttaaattag 


atcaaataat 


960 


gacttgttat 


acctgaaata 


aattggttca 


gcttggtaga tgcagttttt 


gagaattata 


1020 


taagtcattt 


ttaaaagaat 


aattttaact 


tgagctgctt 
Page 


gcataaatta 
41 


aattgcaaaa 


1080 
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aggtcatagt 


ataaatcctc 


ctattagcag 


agatagaagg tttttaaaaa aattacagat 


1140 


aagtctgaag 


gtcttttaaa 


atcttatatt 


caggaagtga ctcgggatgt atatcatttt 


1200 


aaaatacatg 


gtcttaaatg 


ttgtagttgt 


atgactcttt 


cagttaattt 


aaaatacttc 


1260 


cttctatgaa 


aaattgtttc 


aaaaattttt 


ctaaattctg 


ttatccattt 


caagtaggat 


1320 


aggcaagaac 


agatataaga 


tactactttt 


ttgttcatgt 


ttactaaaaa 


aaaaattact 


1380 


gtaattgaga 


tcatgtaaaa 


acatgtttcc 


tgtctatttg 


tcttaacctt 


ttaatcctgg 


1440 


caccttaaat 


ttgacatagt 


aggaattaga agacaattgc agaaaatgtc aactggggaa 


1500 


attttattct 


actaaaaact 


a ug Lccatac 


ddCd LdyCdd 


-»-*-»--,/ ..f--f-.f-.f- 

aLcacaxtTt 


aaaggccaaa 


1560 


aagtctttca 


tagcaatttt 


LcagaT. tar l 


X. rcaaagca l 


a lc l tc tcic 


tgc tec tgca 


1620 


gcatgccgtt 


gatttttctg 


ttatgcagtc 


acataagtaa 


ttacatg ttt 


acatgtctat 


1680 


ttcactcata 


gaacacgaaa 


cagttaaatg 


tagaataata 


tccaatccat 


ctttttatca 


1740 


ccagtagcta 


gcatactgta 


ggaactcaat 


aaatatatca 


gataaattgt 


ggaaataacc 


1800 


atatcagctt 


ataacatata 


gaaatgtgag 


tttaaaaaga 


aaacaattat 


acatatgaaa 


1860 


aaatttttat 


accatttttt 


taaagacctt 


tcagatgtca 


tacagtttgg 


acttttccag 


1920 


tgtttcttgt 


atcatgagac 


aatagtagac 


attgtaaatc 


aaaaatagtt 


ttctggggtt 


1980 


gtgtacattt 


gaaaaaactg 


aatatcatat 


ctgttcttag 


agagtaatga 


tggatattaa 


2040 


catatcaaag 


gtacagagaa 


gtcttaaagt 


tcaaagtaac 


atctgcttaa 


ttgtatttaa 


2100 


ttcagtgctc 


catgagcttt 


tttatcactg 


attccctccc 


ttttttctct 


tatgataata 


2160 


attaacttgt 


tcctgtagca 


ttttaagaaa 


tgttgattta 


gttgaatgcc 


ttcacttctc 


2220 


caatataata 


gcagaaactc 


agaaatattt 


atttacccag 


aatcatgcag 


ctaatagtac 


2280 


aaggattcag 


gtcttttact 


tcctattttg 


tggttcccaa 


ctacttttgc 


caaaggtctt 


2340 


ttaaataata 


tgaaacatat 


tagtgattga 


ttcattatag 


taaatgggta 


aatgataagg 


2400 


cttgcaataa 


ttcactgaca 


agaaagctt 








2429 



<210> 19 

<211> 2926 

<212> DNA 

<213> Mouse 

<220> 

<221> CDS 

<222> (2).. (2926) 

<223> 

<400> 19 

a age cac age acc ctg gag aca acc ttt gat acg act gtg aca act gaa 49 

Ser His Ser Thr Leu Glu Thr Thr Phe Asp Thr Thr Val Thr Thr Glu 
15 10 15 
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gtq aat gqa agg gcc ate ccc aac ctg aca age cga cct tec ccc atg 97 
vat Asn Gly Arg Ala lie Pro Asn Leu Thr Ser Arg pro Ser Pro Met 
20 25 30 

acc tgg aga ctg gqt caa gcg tgc cct cgt eta cag get gqa gat gcc 145 

Thr Trp Arg Leu Gly Gin Ala Cys Pro Arg Leu Gin Ala Gly Asp Ala 
35 40 45 

ccc tec atg gqc get gqa tat tct cga age gqt acc age cga ttc ate 193 
Pro Ser Met Gly Ala Gly Tyr ser Arg ser Gly Thr Ser Arg Phe lie 

50 55 60 

cac acg gat ccc tec agg ttt atg tat acc acg cct etc cgc cga get 241 

His Thr Asp Pro Ser Arg Phe Met Tyr Thr Thr Pro Leu Arg Arg Ala 
65 70 75 80 

get gtc teg cgt ctg gqa aac atg tea caa ata gat atg age gag aaa 289 

Ala Val Ser Arg Leu Gly Asn Met ser Gin lie Asp Met Ser Glu Lys 
85 90 95 

gca age agt gac ctg gat gtq tct tct gaa gtq gat gtt gqt gqa tac 337 

Ala Ser Ser Asp Leu Asp val Ser ser Glu val Asp Val Gly Gly Tyr 
100 105 110 

atg age gat ggt gat ate ctt gqg aag agt ctg aga gcg gat gat ate 385 

Met Ser Asp Gly Asp lie Leu Gly Lys Ser Leu Arg Ala Asp Asp lie 
115 120 125 

aac agt gqg tac atg aca gat gqt gqg etc aac eta tat acc aga agt 433 

Asn Ser Gly Tyr Met Thr Asp Gly Gly Leu Asn Leu Tyr Thr Arg Ser 

130 135 140 

ctt aac cga gtc ccg gac aca gca act tec aga gat gtc ata cag aga 481 

Leu Asn Arg Val Pro Asp Thr Ala Thr Ser Arg Asp Val lie Gin Arg 
145 150 155 160 

gqc gtt cac gat gtq aca gtq gac gca gac age tgg gat gac age agt 529 

Gly Val His Asp val Thr Val Asp Ala Asp Ser Trp Asp Asp ser Ser 
165 170 175 

tct gtq age agt gqc etc agt gac aca ctt gat aac att age aca gat 577 

Ser Val Ser ser Gly Leu Ser Asp Thr Leu Asp Asn lie Ser Thr Asp 
180 185 190 

gac etc aac acc acg tec tec ate agt tct tac tec aac ate act gtc 625 

Asp Leu Asn Thr Thr Ser Ser lie Ser Ser Tyr ser Asn lie Thr Val 
195 200 205 

ccc tec agg aag aac act cag ctg aaa aca gat gcg gag aaa cgt teg 673 

Pro Ser Arg Lys Asn Thr Gin Leu Lys Thr Asp Ala Glu Lys Arg Ser 

210 215 220 

aca aca gat gag acc tgg gat agt cct gag gag ctg aag aaa gcc gag 721 

Thr Thr Asp Glu Thr Trp Asp Ser Pro Glu Glu Leu Lys Lys Ala Glu 
225 230 235 240 

gqa gat tgt gac age cat gqt gac gqa gcc gcc aag tgg aag gqt get 769 

Gly Asp Cys Asp Ser His Gly Asp Gly Ala Ala Lys Trp Lys Gly Ala 
245 250 255 

act tct gqa ctt get gaa gac teg gag aag aca gqg cag aaa gcc age 817 

Thr ser Gly Leu Ala Glu Asp Ser Glu Lys Thr Gly Gin Lys Ala Ser 
260 265 270 
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ctg tct gtg tct cag aca ggc tec tgg agg aga ggc atg tct gec cag 
Leu Ser val Ser Gin Thr Gly ser Trp Arg Arg Gly Met Ser Ala Gin 
275 280 285 

gqa gqa act cca get aca get agg cag aaa acc age aca agt gca etc 
Gly Gly Thr Pro Ala Thr Ala Arg Gin Lys Thr Ser Thr Ser Ala Leu 
290 295 300 

aag acc cct ggg aag aca gat gat gec aaa get tec gag aaa ggg aaa 
Lys Thr Pro Gly Lys Thr Asp Asp Ala Lys Ala Ser Glu Lys Gly Lys 
305 310 315 320 

act cct etc aaa gqa tea tec ttg caa agg tct cct tea gat gca ggg 
Thr Pro Leu Lys Gly Ser ser Leu Gin Arg Ser Pro Ser Asp Ala Gly 
325 330 335 

aaa age age ggg gat gaa ggg aaa aag cca ccg tea ggc att gga aga 
Lys Ser Ser Gly Asp Glu Gly Lys Lys Pro Pro Ser Gly lie Gly Arg 
340 345 350 

teg aca gec age agt tct ttt gga tac aag aag cca agt ggt gta ggg 
Ser Thr Ala Ser Ser Ser Phe Gly Tyr Lys Lys Pro Ser Gly Val Gly 
355 360 365 

get tec act atg att acc age age ggt gee acc ate aca age ggt tea 
Ala Ser Thr Met lie Thr ser Ser Gly Ala Thr lie Thr Ser Gly Ser 
370 375 380 

get aca ctg ggg aaa ate ccc aaa tec get gec att ggt ggg aag tec 
Ala Thr Leu Gly Lys lie Pro Lys Ser Ala Ala lie Gly Gly Lys Ser 
385 390 395 400 

aat gca gga agg aaa acc age ctg gac ggg tec cag aat caa gat gat 
Asn Ala Gly Arg Lys Thr ser Leu Asp Gly Ser Gin Asn Gin Asp Asp 
405 410 415 

gtt gtc ctg cac gtg age teg aag acc acc etc cag tac cgt agt ttg 
val val Leu His val Ser Ser Lys Thr Thr Leu Gin Tyr Arg ser Leu 
420 425 430 

ccc cgc cct tct aag tec age acc age gga ate cct ggg aga ggt ggc 
Pro Arg Pro Ser Lys Ser Ser Thr Ser Gly He Pro Gly Arg Gly Gly 
435 440 445 

cac agg teg age acc age age att gat tec aat gtc age age aag tea 
His Arg Ser ser Thr ser Ser lie Asp Ser Asn Val Ser ser Lys ser 
450 455 460 

get ggg gec acc acc tec aaa ctg aga gaa ccg act aag ate ggc tea 
Ala Gly Ala Thr Thr Ser Lys Leu Arg Glu Pro Thr Lys lie Gly ser 
465 470 475 480 

999 cgc teg agt cca gtc act gtc aac caa aca gac aaa gag aag gag 
Gly Arg ser Ser Pro Val Thr val Asn Gin Thr Asp Lys Glu Lys Glu 
485 490 495 

aaa gta gca gtg tea gat tea gag age gtt tec ttg tea ggt tec ccc 
Lys val Ala val Ser Asp Ser Glu Ser val ser Leu ser Gly Ser Pro 
500 505 510 

aaa tec age ccc acc tct gec agt gee tgt ggg act caa ggg etc aga 
Lys Ser ser Pro Thr Ser Ala Ser Ala Cys Gly Thr Gin Gly Leu Arg 
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515 520 525 

cag cca gqg tec aaa tat cca gat att gec teg ccc aca ttt cga agg 1633 
Gin Pro Gly Ser Lys Tyr Pro Asp lie Ala Ser Pro Thr Phe Arg Arg 
530 535 540 

ttg ttc gqt gec aag gca gqc gqc aaa tct gec tec gca cct aat act 1681 
Leu Phe Gly Ala Lys Ala Gly Gly Lys Ser Ala Ser Ala Pro Asn Thr 
545 550 555 560 

gag gqg gcg aag tec tec tea gta gtq etc age cct agt ace tct tta 1729 
Glu Gly Ala Lys Ser ser Ser val Vat Leu Ser Pro ser Thr Ser Leu 
565 570 575 

gee cga caa gqc agt ctg gag tea ccg teg tec gqt acg gqa age atg 1777 
Ala Arg Gin Gly Ser Leu Glu Ser Pro Ser ser Gly Thr Gly Ser Met 
580 585 590 

gqc agt get gqt gqg ctg agt gqc age age age cct etc ttc aat aaa 1825 
Gly Ser Ala Gly Gly Leu Ser Gly ser Ser ser Pro Leu Phe Asn Lys 
595 600 605 

ccc tea gac eta act aca gat gtt ata age tta agt cac tec ttg get 1873 
pro ser Asp Leu Thr Thr Asp Val lie Ser Leu Ser His Ser Leu Ala 
610 615 620 

tec age cca gcg teg gtt cac tct ttc aca tec gqt gqg ctt gtq tgg 1921 
Ser Ser Pro Ala Ser val His Ser phe Thr Ser Gly Gly Leu Val Trp 
625 630 635 640 

get gee aat ctg age agt tec tct gee gqc age aag gac act cca agt 1969 
Ala Ala Asn Leu Ser Ser Ser Ser Ala Gly ser Lys Asp Thr Pro Ser 
645 650 655 

tac cag tec atg act agt etc cat acg age tct gag tec att gac ctg 2017 
Tyr Gin Ser Met Thr ser Leu His Thr Ser ser Glu Ser lie Asp Leu 
660 665 670 

ccc etc age cat cat gqc tec ctg tct gqa ctg ace aca gqc act cac 2065 
Pro Leu Ser His His Gly Ser Leu Ser Gly Leu Thr Thr Gly Thr His 
675 680 685 

gag gtq cag age ctg etc atg aga acg gqt agt gtq aga tct act etc 2113 
Glu val Gin ser Leu Leu Met Arg Thr Gly Ser val Arg Ser Thr Leu 
690 695 700 

tea gaa aga tac ace cca tea tct egg cag gec aac caa gaa gaa gqc 2161 
Ser Glu Arg Tyr Thr Pro Ser Ser Arg Gin Ala Asn Gin Glu Glu Gly 
705 710 715 720 

aaa gag tgg ctg cga teg cat tec act gqc gqg ctg cag gat act gqc 2209 
Lys Glu Trp Leu Arg Ser His Ser Thr Gly Gly Leu Gin Asp Thr Gly 
725 730 735 

aac cag tct ccc ttg gtc tec cct tct gee atg tea teg tea gee ace 2257 
Asn Gin Ser Pro Leu val Ser Pro ser Ala Met Ser Ser ser Ala Thr 
740 745 750 

gqa aaa tat cac ttt tec aac ttg gtq agt ccc ace aac etc tec cag 2305 
Gly Lys Tyr His Phe Ser Asn Leu val Ser Pro Thr Asn Leu Ser Gin 
755 760 765 

ttt aac ctg cct gca ccc agt atg atg cgc tec age agt ate ccc gee 2353 
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Phe Asn Leu Pro Ala Pro Ser Met Met Arg Ser Ser ser lie Pro Ala 
770 775 780 

cag gac tec tec ttc gac etc tat gat gat gec cag ctt tgc gqt agt 2401 
Gin Asp Ser Ser Phe Asp Leu Tyr Asp Asp Ala Gin Leu Cys Gly Ser 
785 790 795 800 

gca act tec ctg gag gaa agg cca egg gee gtt age cac tec gqc tea 2449 
Ala Thr Ser Leu Glu Glu Arg Pro Arg Ala val Ser His ser Gly Ser 
805 810 815 

ttc aga gac age atg gag gaa gtt cat gqc tct tea ctg tea ttg gtc 2497 
Phe Arg Asp Ser Met Glu Glu val His Gly ser Ser Leu ser Leu val 
820 825 830 

tec age aca tea tec ctt tac tct acg get gaa gag aag get cat tea 2545 
Ser Ser Thr Ser ser Leu Tyr Ser Thr Ala Glu Glu Lys Ala His Ser 
835 840 845 

gag caa ate cat aag eta egg aga gaa ctg gtt gee tec cag gag aaa 2593 
Glu Gin lie His Lys Leu Arg Arg Glu Leu val Ala Ser Gin Glu Lys 
850 855 860 

gtc get ace etc acg tct cag ctg tea gca aat get cac ctt gta gca 2641 
val Ala Thr Leu Thr Ser Gin Leu Ser Ala Asn Ala His Leu Val Ala 
865 870 875 880 

get ttt gaa aag agt tta gqg aat atg act gqc cgt ttg caa agt eta 2689 
Ala Phe Glu Lys Ser Leu Gly Asn Met Thr Gly Arg Leu Gin ser Leu 
885 890 895 

ace atg aca gcg gaa caa aag gaa tct gag ctt ate gaa ctg egg gaa 2737 
Thr Met Thr Ala Glu Gin Lys Glu ser Glu Leu lie Glu Leu Arg Glu 
900 905 910 

ace att gaa atg ttg aag gee cag aac tct get gee caa gca gee att 2785 
Thr lie Glu Met Leu Lys Ala Gin Asn ser Ala Ala Gin Ala Ala He 
915 920 925 

cag gqa gca ctg aat gqc cca gac cac cct ccc aaa gat etc cgc ate 2833 
Gin Gly Ala Leu Asn Gly Pro Asp His Pro Pro Lys Asp Leu Arg lie 
930 935 940 

aga aga cag cac tec tct gaa agt gtt tct agt ate aac age gca acg 2881 
Arg Arg Gin His Ser ser Glu Ser Val Ser ser lie Asn Ser Ala Thr 
945 950 955 960 

age cat tec age att gqc agt gqt aat gat get gac tec aag aaa 2926 
Ser His Ser Ser lie Gly ser Gly Asn Asp Ala Asp ser Lys Lys 
965 970 975 

<210> 20 
<211> 975 
<212> PRT 
<213> Mouse 

<400> 20 

Ser His Ser Thr Leu Glu Thr Thr Phe Asp Thr Thr Val Thr Thr Glu 
15 10 15 
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val Asn Gly Arg Ala lie Pro Asn Leu Thr Ser Arg pro ser Pro Met 
20 25 30 



Thr Trp Arg Leu Gly Gin Ala cys Pro Arg Leu Gin Ala Gly Asp Ala 
35 40 45 

Pro Ser Met Gly Ala Gly Tyr ser Arg Ser Gly Thr ser Arg Phe lie 
50 55 60 

His Thr Asp Pro Ser Arg Phe Met Tyr Thr Thr Pro Leu Arg Arg Ala 
65 70 75 80 

Ala Val Ser Arg Leu Gly Asn Met Ser Gin lie Asp Met Ser Glu Lys 
85 90 95 

Ala Ser Ser Asp Leu Asp val Ser Ser Glu val Asp val Gly Gly Tyr 
100 105 110 

Met Ser Asp Gly Asp lie Leu Gly Lys Ser Leu Arg Ala Asp Asp lie 
115 120 125 

Asn Ser Gly Tyr Met Thr Asp Gly Gly Leu Asn Leu Tyr Thr Arg Ser 
130 135 140 

Leu Asn Arg Val Pro Asp Thr Ala Thr Ser Arg Asp Val lie Gin Arg 
145 150 155 160 

Gly val His Asp Val Thr Val Asp Ala Asp Ser Trp Asp Asp Ser ser 
165 170 175 

Ser Val Ser ser Gly Leu Ser Asp Thr Leu Asp Asn lie Ser Thr Asp 
180 185 190 

Asp Leu Asn Thr Thr Ser Ser lie Ser Ser Tyr Ser Asn lie Thr val 
195 200 205 

Pro Ser Arg Lys Asn Thr Gin Leu Lys Thr Asp Ala Glu Lys Arg Ser 
210 215 220 

Thr Thr Asp Glu Thr Trp Asp Ser Pro Glu Glu Leu Lys Lys Ala Glu 
225 230 235 240 

Gly Asp cys Asp Ser His Gly Asp Gly Ala Ala Lys Trp Lys Gly Ala 
245 250 255 

Thr ser Gly Leu Ala Glu Asp Ser Glu Lys Thr Gly Gin Lys Ala Ser 
260 265 270 
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Leu Ser val ser Gin Thr Gly Ser Trp Arg Arg Gly Met ser Ala Gin 
275 280 285 

Gly Gly Thr Pro Ala Thr Ala Arg Gin Lys Thr Ser Thr ser Ala Leu 
290 295 300 



Lys Thr Pro Gly Lys Thr Asp Asp Ala Lys Ala Ser Glu Lys Gly Lys 
305 310 315 320 

Thr Pro Leu Lys Gly Ser ser Leu Gin Arg Ser Pro ser Asp Ala Gly 
325 330 335 

Lys Ser ser Gly Asp Glu Gly Lys Lys Pro Pro ser Gly lie Gly Arg 
340 345 350 

Ser Thr Ala Ser Ser ser Phe Gly Tyr Lys Lys Pro Ser Gly val Gly 
355 360 365 



Ala Ser Thr Met lie Thr Ser Ser Gly Ala Thr lie Thr ser Gly Ser 
370 375 380 

Ala Thr Leu Gly Lys lie Pro Lys Ser Ala Ala lie Gly Gly Lys Ser 
385 390 395 400 

Asn Ala Gly Arg Lys Thr Ser Leu Asp Gly Ser Gin Asn Gin Asp Asp 
405 410 415 

Val val Leu His Val Ser Ser Lys Thr Thr Leu Gin Tyr Arg ser Leu 
420 425 430 

Pro Arg Pro Ser Lys Ser Ser Thr Ser Gly lie Pro Gly Arg Gly Gly 
435 440 445 

His Arg Ser Ser Thr Ser ser lie Asp Ser Asn Val Ser Ser Lys Ser 
450 455 460 

Ala Gly Ala Thr Thr Ser Lys Leu Arg Glu Pro Thr Lys lie Gly ser 
465 470 475 480 

Gly Arg ser ser Pro Val Thr val Asn Gin Thr Asp Lys Glu Lys Glu 
485 490 495 

Lys val Ala val Ser Asp Ser Glu Ser val Ser Leu Ser Gly ser pro 
500 505 510 

Lys Ser ser Pro Thr Ser Ala Ser Ala Cys Gly Thr Gin Gly Leu Arg 
515 520 525 
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Gin Pro Gly Ser Lys Tyr Pro Asp lie Ala Ser Pro Thr Phe Arg Arg 
530 535 540 



Leu Phe Gly Ala Lys Ala Gly Gly Lys ser Ala Ser Ala Pro Asn Thr 
545 550 555 560 

Glu Gly Ala Lys ser Ser Ser Val val Leu Ser Pro Ser Thr Ser Leu 
565 570 575 

Ala Arg Gin Gly Ser Leu Glu Ser Pro ser ser Gly Thr Gly Ser Met 
580 585 590 

Gly Ser Ala Gly Gly Leu Ser Gly Ser ser Ser Pro Leu Phe Asn Lys 
595 600 605 

pro Ser Asp Leu Thr Thr Asp val lie Ser Leu ser His ser Leu Ala 
610 615 620 

ser Ser Pro Ala Ser val His Ser Phe Thr Ser Gly Gly Leu val Trp 
625 630 635 640 

Ala Ala Asn Leu Ser Ser Ser Ser Ala Gly Ser Lys Asp Thr pro Ser 
645 650 655 

Tyr Gin Ser Met Thr ser Leu His Thr Ser ser Glu Ser lie Asp Leu 
660 665 670 

Pro Leu Ser His His Gly Ser Leu Ser Gly Leu Thr Thr Gly Thr His 
675 680 685 

Glu val Gin Ser Leu Leu Met Arg Thr Gly Ser Val Arg Ser Thr Leu 
690 695 700 

Ser Glu Arg Tyr Thr Pro ser Ser Arg Gin Ala Asn Gin Glu Glu Gly 
705 710 715 720 



Lys Glu Trp Leu Arg Ser His Ser Thr Gly Gly Leu Gin Asp Thr Gly 
725 730 735 

Asn Gin ser Pro Leu Val ser Pro ser Ala Met Ser Ser Ser Ala Thr 
740 745 750 



Gly Lys Tyr His Phe Ser Asn Leu val Ser Pro Thr Asn Leu ser Gin 
755 760 765 



Phe Asn Leu Pro Ala Pro ser Met Met Arg ser Ser ser lie Pro Ala 
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775 780 



Gin Asp Ser Ser Phe Asp Leu Tyr Asp Asp Ala Gin Leu Cys Gly Ser 
785 790 795 800 

Ala Thr Ser Leu Glu Glu Arg Pro Arg Ala val ser His ser Gly Ser 
805 810 815 

Phe Arg Asp Ser Met Glu Glu val His Gly Ser Ser Leu ser Leu val 
820 825 830 

Ser ser Thr Ser Ser Leu Tyr Ser Thr Ala Glu Glu Lys Ala His Ser 
835 840 845 

Glu Gin lie His Lys Leu Arg Arg Glu Leu Val Ala Ser Gin Glu Lys 
850 855 860 

Val Ala Thr Leu Thr Ser Gin Leu Ser Ala Asn Ala His Leu val Ala 
865 870 875 880 

Ala Phe Glu Lys Ser Leu Gly Asn Met Thr Gly Arg Leu Gin ser Leu 
885 890 895 

Thr Met Thr Ala Glu Gin Lys Glu Ser Glu Leu lie Glu Leu Arg Glu 
900 905 910 

Thr lie Glu Met Leu Lys Ala Gin Asn Ser Ala Ala Gin Ala Ala lie 
915 920 925 

Gin Gly Ala Leu Asn Gly Pro Asp His Pro Pro Lys Asp Leu Arg lie 
930 935 940 

Arg Arg Gin His Ser ser Glu Ser Val Ser ser lie Asn Ser Ala Thr 
945 950 955 960 

Ser His Ser Ser lie Gly ser Gly Asn Asp Ala Asp Ser Lys Lys 
965 970 975 

<210> 21 
<211> 2583 
<212> DNA 
<213> Mouse 

<400> 21 

gggatgaagg gaaaaagcca ccgtcaggca ttggaagatc gacagccagc agttcttttg 60 
gatacaagaa gccaagtggt gtaggggctt ccactatgat taccagcagc ggtgccacca 120 
tcacaagcgg ttcagctaca ctggggaaaa tccccaaatc cgctgccatt ggtgggaagt 180 
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ccaatgcagg 


aaggaaaacc 


Corrected sequence Listing2.ST25 
agcctggacg ggtcccagaa tcaagatgat gttgtcctgc 


240 


acgtgagctc 


gaagaccacc 


ctccagtacc 


gtagtttgcc 


ccgcccttct aagtccagca 


300 


ccagcggaat 


ccctgggaga 


ggtggccaca 


ggtcgagcac 


cagcagcatt 


gattccaatg 


360 


tcagcagcaa 


gtcagctggg 


gccaccacct 


ccaaactgag agaaccgact aagatcggct 


420 


cagggcgctc 


gagtccagtc 


actgtcaacc 


aaacagacaa 


agagaaggag aaagtagcag 


480 


tgtcagattc 


agagagcgtt 


tccttgtcag gttcccccaa atccagcccc acctctgcca 


540 


gtgcctgtgg 


gactcaaggg 


ctcagacagc 


cagggtccaa atatccagat 


attgcctcgc 


600 


ccacatttcg 


aaggtaaggg 


tatgtaaaga gatgttggga aaacataaaa ggtagtatat 


660 


agcatgtatt 


tattctgtac 


gaaactattt 


tcatgtattc 


taaatattct 


aagattctgt 


720 


atcttatact 


tgtctaaaat 


atagtgattt 


tattttgctg 


attgcacctg 


ttgctagtgt 


780 


aaaagcattg 


ctcatttaga 


gagtggttag 


cctttcagct 


atacagccag tgtgacacta 


840 


aaatacagat 


accacttgta 


gcgggcataa 


aaccacatga 


ctgactattc 


atagaaataa 


900 


agtgatagct 


tgtaaagata 


tttagtgatt 


tccacctctc 


ctttccagaa ttaaaaaaag 


960 


caaattgcat 


agatctttat 


aaacacattt acttctagtg 


tatgttatct 


tgttgactct 


1020 


taatgaaatg 


gcagttatga 


atatagatga tatattcttt 


ctaacagttt 


ataagagacc 


1080 


aatttataca 


gtaccagatc 


ttaacatagt 


aacaataaca 


gcaacaaaaa 


caacccaaaa 


1140 


agctatcaaa 


gtatggtctg 


attgcagaat 


ttgaaaacat 


ttacatgttt 


gacataggac 


1200 


aagaactcag 


gagtgaggtg 


actttttata agtcttcatc 


aatgtccttt 


tacaggaacc 


1260 


aggaagcata 


tctgatatat 


gtgtcaggat 


tatcacttta 


ttaattatgt 


gaaattctgt 


1320 


ttagaaatct 


acctgatttt 


aaatacttta atatagtagg 


ggtcaaaatt 


agttaatgag 


1380 


ttaagacaag 


ttgttaaata 


atcctggctc 


tgttttctca 


tcttcaaaat 


gatagagtat 


1440 


aatttatcac 


ctcttgttaa 


atatttcagg 


tttgtgttta 


ttctcttgat 


aactttgatc 


1500 


tcttagaaga 


gtcttgaaga 


atttacatta 


agtaatctta 


gaaacataac 


tatttgagaa 


1560 


acagtagtca 


aattttgtca 


ttagaagtat 


taactctgaa 


gaatgatttg 


aagtgacagt 


1620 


tcttagaaag 


aataaattat 


agcttgtagc 


aagagtaaat 


attttcactg 


cttgtgtgag 


1680 


agccaagagc 


gccctcttgt 


ggcccattac 


ctatgaaaca 


atttctcata 


ttcgccctag 


1740 


aaatcttcca 


ctgcaggaaa 


taatggattt 


cattgcctct 


gaattagtaa 


ccattctgcc 


1800 


atttcttcat 


accattttat 


ttccatactt 


gcataaattt 


gattatgtca 


tctgcttcat 


1860 


ttacaaaact 


aaaatgtttt 


ctgagctaaa 


ctccagtagc 


taacttagta 


caaatggtat 


1920 


ttttaaatca 


ctgctataag 


tatatatatt 


tgaatagctc 


tggcaacgga 


cggaaatccc 


1980 


tatggtcttt 


ccatgggaag 


atacaaacca 


atccataagt 


tgtccagcaa 


tatccaatat 


2040 


ttccagccca 


gccagtcagg 


cctcttaaac 


attaccttac 
Page 


atatttgaac 
51 


ctttccttaa 


2100 
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atgtcccctt 


tagacaatct 


attttttaaa 


aagatgaaaa 


tccatttaag 


catcatatat 


2160 


cgaatgcgta 


gaagttgttt 


cattataatg 


gttctgcaga 


taggtaatgc 


caaaacggcc 


2220 


aaaatatttg 


atcactagaa 


gcgtaaaagt 


caagtacaat 


catgttgact 


ttttttccaa 


2280 


ggtgggttca 


ctgctgccca 


ccttggttcc 


aggccagtgc 


ttacttaaga 


tatcgtaagt 


2340 


gatttttttt 


taatttttaa 


ttttttagta 


gttggttaat 


caaaagccag 


tcatgtcacc 


2400 


ttcaggaaca 


tagaggctgg 


acgtgcttgg 


cagctcacga 


ctccaaagca 


cacttggctc 


2460 


tgtggactga 


aaccctagga aacgtggatg 


tgagtctctt 


ggaacaactc 


aagttgttat 


2520 


ttgtttttct 


tttaggttgt 


tcggtgccaa 


ggcaggcggc 


aaatctgcct 


ccgcacctaa 


2580 


tac 












2583 



<210> 22 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (2).. (34) 
<223> 

<400> 22 

c cgc ggg get tec ate ctt cct ttg act gat ttt taa 37 

Arg Gly Ala Ser lie Leu Pro Leu Thr Asp Phe 
1 5 10 



<210> 23 

<211> 6768 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> CD • • (5928) 

<223> 

<400> 23 

att tta att tgt att ttc ccc gec gec ccg ccc ctt ttc etc cga ccc 48 
lie Leu lie Cys lie Phe Pro Ala Ala Pro Pro Leu Phe Leu Arg Pro 
15 10 15 

cgc cct ate get ccc egg ctt ccc tgc tct ttc ctt ttt ccc ggc ttc 96 
Arg pro lie Ala Pro Arg Leu Pro Cys Ser Phe Leu Phe Pro Gly Phe 
20 25 30 

ctt cct cgc gtt tct ttc ccc tgc gee etc ggc ttg cct etc tec etc 144 
Leu Pro Arg val Ser Phe Pro Cys Ala Leu Gly Leu Pro Leu Ser Leu 
35 40 45 

etc cct cgc tct etc ccc ctt etc tec cct tct tec teg gtt tct tec 192 
Leu Pro Arg Ser Leu Pro Leu Leu ser Pro ser ser ser val Ser ser 
50 55 60 
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gtc etc tct etc ccc etc etc etc ccc cgc etc etc etc ctg cgc tec 
val Leu Ser Leu Pro Leu Leu Leu pro Arg Leu Leu Leu Leu Arg ser 
65 70 75 80 

cgc ccc ctg ccc cct ccc ccc gtq cct gca gac gcg egg ate gtc cat 
Arg Pro Leu Pro Pro Pro Pro val pro Ala Asp Ala Arg lie val His 
85 90 95 

gcg etc etc gcg gqc aga atg ctg gqc age age gtc aag age gtq cag 
Ala Leu Leu Ala Gly Arg Met Leu Gly Ser Ser val Lys Ser val Gin 
100 105 110 

ccc gag gtq gag ctg age age gqc gqc gqc gac gag gqc gcg gac gaa 
Pro Glu val Glu Leu ser ser Gly Gly Gly Asp Glu Gly Ala Asp Glu 
115 120 125 

ccg egg gqc gec gqc agg aag gcg gca gcg gcg gac gqc aga gqc atg 
Pro Arg Gly Ala Gly Arg Lys Ala Ala Ala Ala Asp Gly Arg Gly Met 
130 135 140 

ctg ccc aag cgc gee aag gcg ccc gqc gqc gqc gqc gqc atg gee aag 
Leu Pro Lys Arg Ala Lys Ala Pro Gly Gly Gly Gly Gly Met Ala Lys 
145 150 155 160 

gee age gcg get gag ctg aag gtc ttc aag tec gqc age gtq gac age 
Ala ser Ala Ala Glu Leu Lys Val Phe Lys ser Gly Ser Val Asp Ser 
165 170 175 

cgt gtc ccc gqc gqg ccg ccc gee tec aac ctg cgc aag cag aag tea 
Arg val Pro Gly Gly Pro Pro Ala Ser Asn Leu Arg Lys Gin Lys Ser 
180 185 190 

etc acc aac etc tct ttt etc acg gac tec gag aaa aag ctg cag ctt 
Leu Thr Asn Leu Ser Phe Leu Thr Asp Ser Glu Lys Lys Leu Gin Leu 
195 200 205 

tat gag ccc gaa tgg age gac gat atg gee aag gcg ccc aaa gqc tta 
Tyr Glu Pro Glu Trp Ser Asp Asp Met Ala Lys Ala Pro Lys Gly Leu 
210 215 220 

gqc aag gtq gqg tec aag ggc cgt gaa get ccg ctg atg tec aag acg 
Gly Lys Val Gly Ser Lys Gly Arg Glu Ala pro Leu Met Ser Lys Thr 
225 230 235 240 

ctg tec aag teg gag cac teg etc ttc cag gee aag gqc age ccg gcg 
Leu ser Lys Ser Glu His Ser Leu Phe Gin Ala Lys Gly Ser Pro Ala 
245 250 255 

gqc gqc gee aag acc ccc ctg get ccg etc gcg ccc aac ctg gqa aag 
Gly Gly Ala Lys Thr Pro Leu Ala Pro Leu Ala Pro Asn Leu Gly Lys 
260 265 270 

ccg age egg ate cct cga gqa ccc tat gcg gag gtc aag ccg etc age 
Pro ser Arg lie Pro Arg Gly Pro Tyr Ala Glu Val Lys Pro Leu ser 
275 280 285 

aag gcg cct gaa gcg gee gtq age gaa gat gqc aaa teg gac gac gag 
Lys Ala Pro Glu Ala Ala val Ser Glu Asp Gly Lys Ser Asp Asp Glu 
290 295 300 

ctg etc tec age aag gee aag gcg caa aag age tct gqg cct gtc ccc 
Leu Leu ser Ser Lys Ala Lys Ala Gin Lys Ser ser Gly Pro val Pro 
305 310 315 320 
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tct gcc aag ggc cag gag gag cgc gcc ttc etc aag gtg gac ccc gag 1008 
Ser Ala Lys Gly Gin Glu Glu Arg Ala Phe Leu Lys val Asp Pro Glu 
325 330 335 

ctg gtg gtg acc gtg ctg gga gac ctg gag cag ctg etc ttc age cag 1056 
Leu Val val Thr val Leu Gly Asp Leu Glu Gin Leu Leu Phe Ser Gin 
340 345 350 

atg ctg gac cca gag tec cag aga aag agg aca gtg cag aat gtc ctg 1104 
Met Leu Asp pro Glu Ser Gin Arg Lys Arg Thr val Gin Asn Val Leu 
355 360 365 

gat etc egg cag aac ctg gaa gag acc atg tec age ctg cga ggg tec 1152 
Asp Leu Arg Gin Asn Leu Glu Glu Thr Met Ser ser Leu Arg Gly ser 
370 375 380 

cag gtg act cac age tec ctg gag atg acc tgc tac gac age gat gat 1200 
Gin val Thr His ser Ser Leu Glu Met Thr Cys Tyr Asp Ser Asp Asp 
385 390 395 400 

gcc aac cca cgc age gtg tec age etc tec aac cgc teg tac cct ctg 1248 
Ala Asn Pro Arg Ser val Ser ser Leu Ser Asn Arg Ser Tyr Pro Leu 
405 410 415 

tea tgg cgc tat ggc cag tec agt ccg egg ctg cag get ggt gac gcg 1296 
Ser Trp Arg Tyr Gly Gin ser ser Pro Arg Leu Gin Ala Gly Asp Ala 
420 425 430 

ccc tct gtg ggt ggg age tgc cgc teg gag ggg acg ccc gcc tgg tac 1344 
Pro Ser vat Gly Gly ser cys Arg ser Glu Gly Thr Pro Ala Trp Tyr 
435 440 445 

atg cac ggc gaa egg gcc cac tac tec cac acc atg ccc atg cgc age 1392 
Met His Gly Glu Arg Ala His Tyr ser His Thr Met Pro Met Arg ser 
450 455 460 

ccc age aag etc age cat ate tec cgc ctg gag ctg gtc gaa tec ctg 1440 
Pro ser Lys Leu ser His lie Ser Arg Leu Glu Leu val Glu ser Leu 
465 470 475 480 

gac teg gat gag gtg gac etc aag tec ggc tac atg age gac agt gac 1488 
Asp Ser Asp Glu val Asp Leu Lys Ser Gly Tyr Met ser Asp Ser Asp 
485 490 495 

etc atg ggc aag acc atg acg gag gat gat gac ate act acc ggc tgg 1536 
Leu Met Gly Lys Thr Met Thr Glu Asp Asp Asp lie Thr Thr Gly Trp 
500 505 510 

gat gaa age age tec ate agt agt gga etc age gat gcc tea gac aat 1584 
Asp Glu Ser Ser Ser lie Ser Ser Gly Leu ser Asp Ala Ser Asp Asn 
515 520 525 

etc agt tea gaa gaa ttc aat gcc age tec tea etc aac tec etc cca 1632 
Leu Ser ser Glu Glu Phe Asn Ala Ser ser Ser Leu Asn ser Leu Pro 
530 535 540 

agt act ccc act get tct cgc agg aac tea aca ata gtg eta cgc aca 1680 
Ser Thr Pro Thr Ala Ser Arg Arg Asn ser Thr lie val Leu Arg Thr 
545 550 555 560 

gac tea gag aag cgc tea ctg gca gaa agt ggg ctg age tgg ttt agt 1728 
Asp Ser Glu Lys Arg ser Leu Ala Glu ser Gly Leu ser Trp Phe ser 
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565 570 575 

gaa tea gag gag aaa gec cct aaa aaa ctg gag tac gac agt gqt age 

Glu ser Glu Glu Lys Ala Pro Lys Lys Leu Glu Tyr Asp Ser Gly Ser 
580 585 590 

ctg aag atg gaa cct gag act tct aag tgg egg agg gag egg cct gag 

Leu Lys Met Glu Pro Gly Thr Ser Lys Trp Arg Arg Glu Arg Pro Glu 

595 600 605 

age tgt gat gat tea tec aag gqt gqa gaa ctg aaa aag ccc ate age 

Ser cys Asp Asp Ser Ser Lys Gly Gly Glu Leu Lys Lys Pro lie Ser 
610 615 620 

ctg gqc cac cct gqt tec ctg aag aag gqc aag ace cca cct gtq get 

Leu Gly His Pro Gly Ser Leu Lys Lys Gly Lys Thr Pro Pro val Ala 
625 630 635 640 

gta act tec ccc ate act cac aca gee cag agt gee etc aaa gtc gca 

val Thr Ser Pro lie Thr His Thr Ala Gin Ser Ala Leu Lys Val Ala 
645 650 655 

gqc aaa cct gag gqc aaa get aca gac aag gqt aag ctt gca gtq aag 

Gly Lys Pro Glu Gly Lys Ala Thr Asp Lys Gly Lys Leu Ala Val Lys 
660 665 670 

aat act gqg etc caa cgc tec tec tct gat get gqt egg gac cgc ctg 

Asn Thr Gly Leu Gin Arg ser Ser ser Asp Ala Gly Arg Asp Arg Leu 

675 680 685 

agt gat get aag aag ccc ccc teg ggc att get cgc ccc tec act teg 

ser Asp Ala Lys Lys Pro Pro Ser Gly lie Ala Arg pro Ser Thr Ser 
690 695 700 

gqa tec ttt gqc tac aag aag cct cct cct gee aca gqc aca gee act 

Gly Ser Phe Gly Tyr Lys Lys Pro Pro Pro Ala Thr Gly Thr Ala Thr 
705 710 715 720 

gtc atg caa act gqt gqt tea gee act etc age aag ate cag aag tec 

val Met Gin Thr Gly Gly Ser Ala Thr Leu Ser Lys lie Gin Lys Ser 
725 730 735 

tea ggc ate cct gtc aag cca gta aat gqg cgc aag act age tta gat 

Ser Gly lie Pro val Lys Pro val Asn Gly Arg Lys Thr Ser Leu Asp 
740 745 750 

gtt tec aac agt gca gag cca gqa ttc ctg get cct gqa gec cgt tct 

Val Ser Asn ser Ala Glu Pro Gly Phe Leu Ala Pro Gly Ala Arg Ser 

755 760 765 

aac ate cag tac cgc age ctg ccc egg cca gec aag tea agt tct atg 

Asn lie Gin Tyr Arg Ser Leu Pro Arg Pro Ala Lys Ser ser Ser Met 
770 775 780 

age gtq acc gqc gqg egg gqt gqa cct cgc cct gtq age age age att 

Ser val Thr Gly Gly Arg Gly Gly Pro Arg Pro Val Ser Ser Ser He 
785 790 795 800 

gac ccc agt etc etc age acc aag cag gqa gqc ctt acg cct tec aga 

Asp Pro ser Leu Leu Ser Thr Lys Gin Gly Gly Leu Thr Pro Ser Arg 
805 810 815 

ctg aag gag cct acc aag gta gee agt ggg egg acc act cca gee cct 
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Leu Lys Glu Pro Thr Lys Val Ala Ser Gly Arg Thr Thr Pro Ala Pro 
820 825 830 

gtc aat cag aca gat egg gaa aag gag aag gec aaa gec aag gca gtq 2544 
val Asn Gin Thr Asp Arg Glu Lys Glu Lys Ala Lys Ala Lys Ala val 
835 840 845 

gec ttg gac tea gac aac ate tec ttg aag agt att gqc tec cca gaa 2592 
Ala Leu Asp Ser Asp Asn lie ser Leu Lys Ser lie Gly Ser Pro Glu 
850 855 860 

agt act ccc aag aac caa gca age cac ccc aca gec ace aag ctg gca 2640 
Ser Thr Pro Lys Asn Gin Ala Ser His Pro Thr Ala Thr Lys Leu Ala 
865 870 875 880 

gag ctg cca cca acc cct etc agg gec aca gcg aag age ttt gtc aaa 2688 
Glu Leu Pro Pro Thr Pro Leu Arg Ala Thr Ala Lys ser Phe val Lys 
885 890 895 

cca ccc tea eta gec aat ctt gac aag gtc aac tec aac agt ctg gat 2736 
Pro Pro Ser Leu Ala Asn Leu Asp Lys val Asn Ser Asn Ser Leu Asp 
900 905 910 

eta cca tea tec agt gat acc acc cat get tea aag gtc cca gat ctg 2784 
Leu Pro Ser Ser ser Asp Thr Thr His Ala ser Lys val Pro Asp Leu 
915 920 925 

cat get aca age tea gca tct gqg gqc cct etc cct tec tgc ttc acc 2832 
His Ala Thr ser Ser Ala Ser Gly Gly Pro Leu Pro Ser cys Phe Thr 
930 935 940 

ccc agt ccg gca ccc ate etc aat att aac tea gec age ttc tec cag 2880 
Pro Ser Pro Ala Pro lie Leu Asn lie Asn ser Ala Ser Phe Ser Gin 
945 950 955 960 

gqc ctg gag eta atg agt gqt ttc agt gtq cca aaa gag acc cgc atg 2928 
Gly Leu Glu Leu Met Ser Gly Phe Ser Val Pro Lys Glu Thr Arg Met 
965 970 975 

tac ccc aaa etc tea gqc ctg cac agg age atg gag tec etc cag atg 2976 
Tyr Pro Lys Leu Ser Gly Leu His Arg Ser Met Glu ser Leu Gin Met 
980 985 990 

cca atg age etc ccc agt gee ttc ccc age agt act ccc gtc ccc acc 3024 
Pro Met Ser Leu Pro Ser Ala Phe Pro Ser ser Thr Pro Val Pro Thr 
995 1000 1005 

cca cct get ccc cct get get ccc aca gaa gaa gag acg gaa gag 3069 
Pro Pro Ala Pro Pro Ala Ala Pro Thr Glu Glu Glu Thr Glu Glu 
1010 1015 1020 

ctg act tgg agt gqa age ccc aga get gqg caa ctg gac agt aat 3114 
Leu Thr Trp Ser Gly ser Pro Arg Ala Gly Gin Leu Asp ser Asn 
1025 1030 1035 

cag egg gat egg aac act ctt ccc aag aaa gqg etc agg tac cag 3159 
Gin Arg Asp Arg Asn Thr Leu Pro Lys Lys Gly Leu Arg Tyr Gin 
1040 1045 1050 

ctt cag tec cag gag gag acc aag gag agg cga cat tec cat acc 3204 
Leu Gin Ser Gin Glu Glu Thr Lys Glu Arg Arg His Ser His Thr 
1055 1060 1065 
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att ggt gqg ctg cct gaa tec gat gac cag tea gag ctg cct tct 3249 

lie Gly Gly Leu Pro Glu Ser Asp Asp Gin ser Glu Leu Pro Ser 
1070 1075 1080 

ccc cct gca ctt ccc atg tct ctg agt gca aag ggc caa ctt acc 3294 

pro Pro Ala Leu Pro Met Ser Leu Ser Ala Lys Gly Gin Leu Thr 
1085 1090 1095 

aac ata gtg agt ccc act gcg gec acc acg cca aga ate acc cgc 3339 

Asn lie Val Ser Pro Thr Ala Ala Thr Thr Pro Arg lie Thr Arg 
1100 1105 1110 

tec aac age ate ccc acc cac gag gcg gec ttc gag ctg tac age 3384 

Ser Asn Ser lie Pro Thr His Glu Ala Ala Phe Glu Leu Tyr Ser 
1115 1120 1125 

ggc tec caa atg gqg age acc ctg tec ctg gee gag aga ccc aag 3429 

Gly Ser Gin Met Gly Ser Thr Leu Ser Leu Ala Glu Arg Pro Lys 
1130 1135 1140 

gga atg att egg tea gga tec ttc cga gac ccc acg gac gat gtt 3474 

Gly Met He Arg Ser Gly ser Phe Arg Asp Pro Thr Asp Asp Val 
1145 1150 1155 

cac ggc tea gtg ctg tec ctg gee tec agt gee tec tec acc tac 3519 

His Gly Ser val Leu ser Leu Ala Ser Ser Ala ser ser Thr Tyr 
1160 1165 1170 

tec tea get gag gag agg atg caa tct gag caa ate egg aag ctt 3564 

ser ser Ala Glu Glu Arg Met Gin Ser Glu Gin lie Arg Lys Leu 
1175 1180 1185 

cgt agg gaa ctg gaa tea tec cag gaa aaa gtg gee acc ttg acg 3609 

Arg Arg Glu Leu Glu Ser Ser Gin Glu Lys Val Ala Thr Leu Thr 
1190 1195 1200 

tct cag ctt tct gee aat get aat ctg gtg get get ttt gag cag 3654 

Ser Gin Leu Ser Ala Asn Ala Asn Leu val Ala Ala Phe Glu Gin 
1205 1210 1215 

age ctg gtg aat atg aca tec cgc ctg cga cac ctg gca gag acg 3699 

Ser Leu Val Asn Met Thr Ser Arg Leu Arg His Leu Ala Glu Thr 
1220 1225 1230 

gee gag gag aag gac act gag ctg ctg gat ttg cga gaa acc ata 3744 

Ala Glu Glu Lys Asp Thr Glu Leu Leu Asp Leu Arg Glu Thr lie 
1235 1240 1245 

gac ttt ctg aag aaa aag aac tct gag gec cag gca gtc att cag 3789 

Asp Phe Leu Lys Lys Lys Asn Ser Glu Ala Gin Ala Val lie Gin 
1250 1255 1260 

gga gee ctt aat gee tea gaa acc aca ccc aaa gaa ctt egg ate 3834 

Gly Ala Leu Asn Ala Ser Glu Thr Thr Pro Lys Glu Leu Arg lie 
1265 1270 1275 

aag aga caa aac tec tea gat age ate tea age etc aac age ate 3879 

Lys Arg Gin Asn ser ser Asp Ser lie Ser Ser Leu Asn Ser lie 
1280 1285 1290 



act age cat tec age ate ggc age age aag gat get gat gcg aaa 
Thr Ser His Ser Ser lie Gly Ser ser Lys Asp Ala Asp Ala Lys 
1295 1300 1305 
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aag aag aaa aaa aag agt tgg ctt cga agt tec ttc aac aaa gcg 3969 
Lys Lys Lys Lys Lys Ser Trp Leu Arg Ser ser Phe Asn Lys Ala 
1310 1315 1320 

ttc agt ata aaa aag gqg ccc aag tea get tec tea tac teg gat 4014 
Phe ser lie Lys Lys Gly Pro Lys ser Ala ser ser Tyr ser Asp 
1325 1330 1335 

ata gag gag att get aca ccc gac tct tea gee ccc tea tec ccc 4059 
lie Glu Glu lie Ala Thr Pro Asp ser Ser Ala Pro Ser ser Pro 
1340 1345 1350 

aaa eta cag cat gqt tct aca gag act get tea ccc tec ate aag 4104 
Lys Leu Gin His Gly ser Thr Glu Thr Ala Ser Pro ser lie Lys 
1355 1360 1365 

tec tec acc teg tec tec gtg gqc act gat gtc ace gag gqc cct 4149 
ser ser Thr Ser ser Ser Val Gly Thr Asp Val Thr Glu Gly Pro 
1370 1375 1380 

get cac cca gee ccc cac act agg ctg ttc cat gca aat gag gag 4194 
Ala His Pro Ala Pro His Thr Arg Leu Phe His Ala Asn Glu Glu 
1385 1390 1395 

gag gag cca gag aag aag gag gta teg gag ctg cgc tct gag eta 4239 
Glu Glu Pro Glu Lys Lys Glu Val ser Glu Leu Arg ser Glu Leu 
1400 1405 1410 

tgg gag aag gaa atg aag ctt aca gac ate cgc ttg gag gec etc 4284 
Trp Glu Lys Glu Met Lys Leu Thr Asp lie Arg Leu Glu Ala Leu 
1415 1420 1425 

aac tct gee cac caa ctg gat cag ctt egg gag acc atg cac aac 4329 
Asn Ser Ala His Gin Leu Asp Gin Leu Arg Glu Thr Met His Asn 
1430 1435 1440 

atg cag ttg gag gtg gac ctg ctg gaa gca gag aat gac cga ctg 4374 
Met Gin Leu Glu Val Asp Leu Leu Glu Ala Glu Asn Asp Arg Leu 
1445 1450 1455 

aag gta gee cca gqc ccc tea tea gqc tec act cca gqg cag gtc 4419 
Lys Val Ala Pro Gly Pro ser Ser Gly ser Thr Pro Gly Gin val 
1460 1465 1470 

cct gqa tea tct gca tta tct tec cca cgc cgc tec eta gqc ctg 4464 
Pro Gly ser Ser Ala Leu Ser Ser Pro Arg Arg ser Leu Gly Leu 
1475 1480 1485 

gca etc acc cat tec ttc gqc ccc agt ctt gca gac aca gac ctg 4509 
Ala Leu Thr His Ser Phe Gly Pro Ser Leu Ala Asp Thr Asp Leu 
1490 1495 1500 

tea ccc atg gat gqc ate agt act tgt gqt cca aag gag gaa gtg 4554 
Ser Pro Met Asp Gly lie Ser Thr cys Gly Pro Lys Glu Glu val 
1505 1510 1515 

acc etc egg gtg gtg gtg agg atg ccc ccg cag cac ate ate aaa 4599 
Thr Leu Arg val val val Arg Met Pro Pro Gin His lie lie Lys 
1520 1525 1530 

ggg gac ttg aag cag cag gaa ttc ttc ctg ggc tgt age aag gtc 4644 
Gly Asp Leu Lys Gin Gin Glu Phe Phe Leu Gly Cys ser Lys val 
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1535 1540 1545 

agt gga aaa gtt gac tgg aag atg ctg gat gaa get gtt ttc caa 
ser Gly Lys Val Asp Trp Lys Met Leu Asp Glu Ala Val Phe Gin 
1550 1555 1560 

gtg ttc aag gac tat att tct aaa atg gac cca gec tct acc ctg 
Val Phe Lys Asp Tyr lie Ser Lys Met Asp Pro Ala ser Thr Leu 
1565 1570 1575 

gga eta age act gag tec ate cat ggc tac age ate age cac gtq 
Gly Leu Ser Thr Glu Ser lie His Gly Tyr Ser lie ser His val 
1580 1585 1590 

aaa cga gtq ttg gat gca gag ccc ccc gag atg cct cct tgc cgt 
Lys Arg val Leu Asp Ala Glu Pro pro Glu Met Pro Pro Cys Arg 
1595 1600 1605 

cga ggt gtc aat aac ata tea gtc tec etc aaa ggt ctg aag gag 
Arg Gly val Asn Asn lie Ser val ser Leu Lys Gly Leu Lys Glu 
1610 1615 1620 

aaa tgc gtc gac age ctg gtq ttc gag acg ctg ate ccc aag ccg 
Lys Cys Val Asp Ser Leu Val Phe Glu Thr Leu lie Pro Lys Pro 
1625 1630 1635 

atg atg cag cac tac ata age etc ctg ctg aag cac egg cgc etc 
Met Met Gin His Tyr lie ser Leu Leu Leu Lys His Arg Arg Leu 
1640 1645 1650 

gtc etc teg ggc ccc age ggc acg ggc aag acc tac ctg acc aat 
val Leu ser Gly Pro Ser Gly Thr Gly Lys Thr Tyr Leu Thr Asn 
1655 1660 1665 

cgc ttg gee gag tac ctg gtq gag cgc tct ggc cgt gag gtc aca 
Arg Leu Ala Glu Tyr Leu val Glu Arg Ser Gly Arg Glu val Thr 
1670 1675 1680 

gag ggc ate gtc age acc ttc aac atg cac cag cag tct tgc aag 
Glu Gly lie Val Ser Thr Phe Asn Met His Gin Gin Ser Cys Lys 
1685 1690 1695 

gat ctg caa ctg tat ctt tec aac eta gee aac cag ata gac egg 
Asp Leu Gin Leu Tyr Leu ser Asn Leu Ala Asn Gin lie Asp Arg 
1700 1705 1710 

gaa aca gga att gqg gat gtg ccc ctg gtg att eta ttg gat gac 
Glu Thr Gly lie Gly Asp Val Pro Leu Val lie Leu Leu Asp Asp 
1715 1720 1725 

ctg agt gaa gca ggc tec ate agt gag ttg gtc aat ggg gec etc 
Leu ser Glu Ala Gly ser lie Ser Glu Leu val Asn Gly Ala Leu 
1730 1735 1740 

acc tgc aag tat cat aaa tgt ccc tat att ata ggt acc acc aat 
Thr Cys Lys Tyr His Lys Cys Pro Tyr lie lie Gly Thr Thr Asn 
1745 1750 1755 

cag cct gta aaa atg aca ccc aac cat ggc ttt cac ttg age ttc 
Gin Pro Val Lys Met Thr Pro Asn His Gly Phe His Leu Ser Phe 
1760 1765 1770 

agg atg ttg acc ttc tec aac aac gtg gag cca gee aat ggc ttc 
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Arg Met Leu Thr Phe Ser Asn Asn Val Glu Pro Ala Asn Gly Phe 
1775 1780 1785 

ctg gtt cgt tac ctg agg agg aag ctg gta gag tea gac age gac 5409 
Leu Val Arg Tyr Leu Arg Arg Lys Leu Val Glu ser Asp Ser Asp 
1790 1795 1800 

ate aat gec aac aag gaa gag ctg ctt egg gtq etc gac tgg gta 5454 
lie Asn Ala Asn Lys Glu Glu Leu Leu Arg val Leu Asp Trp Val 
1805 1810 1815 

ccc aag ctg tgg tat cat etc cac acc ttc ctt gag aag cac age 5499 
Pro Lys Leu Trp Tyr His Leu His Thr Phe Leu Glu Lys His Ser 
1820 1825 1830 

acc tea gac ttc etc ate gqc cct tgc ttc ttt ctg teg tgt ccc 5544 
Thr Ser Asp Phe Leu lie Gly Pro Cys Phe Phe Leu ser Cys Pro 
1835 1840 1845 

att gqc att gag gac ttc egg acc tgg ttc att gac ctg tgg aac 5589 
lie Gly lie Glu Asp Phe Arg Thr Trp Phe lie Asp Leu Trp Asn 
1850 1855 1860 

aac tct ate att ccc tat eta cag gaa gqa gec aag gat gqg ata 5634 
Asn ser lie lie Pro Tyr Leu Gin Glu Gly Ala Lys Asp Gly lie 
1865 1870 1875 

aag gtc cat gqa cag aaa get get tgg gag gac cca gtq gaa tgg 5679 
Lys val His Gly Gin Lys Ala Ala Trp Glu Asp Pro Val Glu Trp 
1880 1885 1890 

gtc egg gac aca ctt ccc tgg cca tea gee caa caa gac caa tea 5724 
val Arg Asp Thr Leu Pro Trp Pro ser Ala Gin Gin Asp Gin Ser 
1895 1900 1905 

aag ctg tac cac ctg ccc cca ccc acc gtq gqc cct cac age att 5769 
Lys Leu Tyr His Leu Pro Pro Pro Thr Val Gly Pro His Ser lie 
1910 1915 1920 

gec tea cct ccc gag gat agg aca gtc aaa gac age acc cca agt 5814 
Ala Ser Pro Pro Glu Asp Arg Thr val Lys Asp Ser Thr pro Ser 
1925 1930 1935 

tct ctg gac tea gat cct ctg atg gee atg ctg ctg aaa ctt caa 5859 
Ser Leu Asp ser Asp Pro Leu Met Ala Met Leu Leu Lys Leu Gin 
1940 1945 1950 

gaa get gee aac tac att gag tct cca gat cga gaa acc ate ctg 5904 
Glu Ala Ala Asn Tyr lie Glu Ser Pro Asp Arg Glu Thr lie Leu 
1955 1960 1965 

gac ccc aac ctt cag gca aca ctt taagggttcg gcaatcactg 5948 
Asp Pro Asn Leu Gin Ala Thr Leu 
1970 1975 

tcacccccgg acagcagaac gctggcatca gctatcttag ctcctcctct cccctctcct 6008 

ctttcagagc actggctctc cagccccagg aggagaacag gagggaggag gagatgaaag 6068 

aggagggaca ggttcttggt gctgtacctt tgagaacttc ctaggaagga atggtggggt 6128 

ggcgtttggg aacttgtgcc ccctaaacac atttactggc ctcctctaat gactttgggg 6188 
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aaaagatgat 


tctgggtctt 


tcccttgact 


tcttgtttca 


attacaaact 


cctgggcttt 


6248 


ctggggaggg 


gttcagaaaa 


catcaaaaca 


ctgcagcagt 


tcctaaatga ttctcacaag 


6308 


caaccctgag 


agagacagtc 


ttgtgaggga 


gatctggggg 


aggcaggaag 


ctcctcagat 


6368 


tttctcacag 


acccttccca 


attccatcac 


cactgccaac 


aactcctccc 


ccagagatct 


6428 


ggctggagcc 


cagaaaaaga 


agcatgtggt 


ttaaaaaatg 


tttaaatcaa 


tctgtaaaag 


6488 


gtaaaaatga 


aaaacaaaaa 


caagcaaaca 


aacaaaaaac 


aatggaaaag 


atgaagctgg 


6548 


agagagagga 


accagttgcc 


aaggtagaga 


gctgcccgct 


cctgccctct 


ggatgacata 


6608 


ggggacatca 


acaagacggc 


tgccaacctg 


agaagtcacc 


aaaccacaaa 


aataacctta 


6668 


cagccttcag 


ggaaagacta 


ccagctctgt 


ctttctaccc 


tctaatttaa 


caatgcataa 


6728 


gagtcaataa 


accctacttt 


tttaaaaaaa 


aaaaaaaaag 






6768 



<210> 24 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Arg Gly Ala Ser lie Leu Pro Leu Thr Asp Phe 
1 5 10 



<210> 25 

<211> 1976 

<212> PRT 

<213> Homo sapiens 

<400> 25 

lie Leu lie Cys lie Phe Pro Ala Ala Pro Pro Leu Phe Leu Arg Pro 
15 10 15 

Arg Pro lie Ala Pro Arg Leu Pro Cys Ser Phe Leu Phe Pro Gly Phe 
20 25 30 

Leu Pro Arg val Ser Phe Pro Cys Ala Leu Gly Leu Pro Leu ser Leu 
35 40 45 

Leu Pro Arg ser Leu Pro Leu Leu Ser Pro ser Ser Ser val ser ser 
50 55 60 

Val Leu ser Leu Pro Leu Leu Leu Pro Arg Leu Leu Leu Leu Arg Ser 
65 70 75 80 

Arg Pro Leu Pro Pro Pro Pro Val Pro Ala Asp Ala Arg lie val His 
85 90 95 
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Ala Leu Leu Ala Gly Arg Met Leu Gly Ser ser val Lys Ser Val Gin 
100 105 110 



Pro Glu Val Glu Leu Ser Ser Gly Gly Gly Asp Glu Gly Ala Asp Glu 

115 120 125 

Pro Arg Gly Ala Gly Arg Lys Ala Ala Ala Ala Asp Gly Arg Gly Met 

130 135 140 

Leu Pro Lys Arg Ala Lys Ala Pro Gly Gly Gly Gly Gly Met Ala Lys 

145 150 155 160 

Ala Ser Ala Ala Glu Leu Lys Val Phe Lys Ser Gly ser Val Asp Ser 

165 170 175 

Arg Val Pro Gly Gly Pro Pro Ala Ser Asn Leu Arg Lys Gin Lys Ser 

180 185 190 

Leu Thr Asn Leu Ser Phe Leu Thr Asp Ser Glu Lys Lys Leu Gin Leu 

195 200 205 



Tyr Glu Pro Glu Trp Ser Asp Asp Met Ala Lys Ala Pro Lys Gly Leu 
210 215 220 

Gly Lys val Gly ser Lys Gly Arg Glu Ala Pro Leu Met Ser Lys Thr 
225 230 235 240 

Leu Ser Lys Ser Glu His Ser Leu Phe Gin Ala Lys Gly Ser Pro Ala 
245 250 255 

Gly Gly Ala Lys Thr Pro Leu Ala Pro Leu Ala Pro Asn Leu Gly Lys 
260 265 270 

Pro Ser Arg lie Pro Arg Gly Pro Tyr Ala Glu val Lys Pro Leu Ser 
275 280 285 

Lys Ala Pro Glu Ala Ala val Ser Glu Asp Gly Lys Ser Asp Asp Glu 
290 295 300 

Leu Leu Ser ser Lys Ala Lys Ala Gin Lys Ser ser Gly Pro Val Pro 
305 310 315 320 

Ser Ala Lys Gly Gin Glu Glu Arg Ala Phe Leu Lys val Asp Pro Glu 
325 330 335 

Leu Val val Thr val Leu Gly Asp Leu Glu Gin Leu Leu Phe Ser Gin 
340 345 350 
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Met Leu Asp Pro Glu Ser Gin Arg Lys Arg Thr Val Gin Asn val Leu 
355 360 365 

Asp Leu Arg Gin Asn Leu Glu Glu Thr Met Ser Ser Leu Arg Gly Ser 
370 375 380 



Gin val Thr His ser Ser Leu Glu Met Thr cys Tyr Asp ser Asp Asp 
385 390 395 400 

Ala Asn Pro Arg ser val Ser ser Leu Ser Asn Arg Ser Tyr Pro Leu 
405 410 415 

Ser Trp Arg Tyr Gly Gin Ser Ser Pro Arg Leu Gin Ala Gly Asp Ala 
420 425 430 

Pro Ser Val Gly Gly ser Cys Arg Ser Glu Gly Thr Pro Ala Trp Tyr 
435 440 445 

Met His Gly Glu Arg Ala His Tyr Ser His Thr Met Pro Met Arg ser 
450 455 460 

Pro ser Lys Leu Ser His lie Ser Arg Leu Glu Leu Val Glu Ser Leu 
465 470 475 480 

Asp ser Asp Glu val Asp Leu Lys ser Gly Tyr Met Ser Asp ser Asp 
485 490 495 

Leu Met Gly Lys Thr Met Thr Glu Asp Asp Asp lie Thr Thr Gly Trp 
500 505 510 

Asp Glu Ser Ser Ser lie ser Ser Gly Leu ser Asp Ala ser Asp Asn 
515 520 525 

Leu Ser ser Glu Glu Phe Asn Ala Ser ser ser Leu Asn Ser Leu Pro 
530 535 540 

Ser Thr Pro Thr Ala Ser Arg Arg Asn Ser Thr lie val Leu Arg Thr 
545 550 555 560 

Asp Ser Glu Lys Arg Ser Leu Ala Glu Ser Gly Leu ser Trp Phe Ser 
565 570 575 

Glu Ser Glu Glu Lys Ala Pro Lys Lys Leu Glu Tyr Asp Ser Gly ser 
580 585 590 

Leu Lys Met Glu Pro Gly Thr Ser Lys Trp Arg Arg Glu Arg Pro Glu 
595 600 605 
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Ser cys Asp Asp Ser Ser Lys Gly Gly Glu Leu Lys l_ys Pro lie ser 

610 615 620 

Leu Gly His Pro Gly Ser Leu Lys Lys Gly Lys Thr Pro Pro val Ala 

625 630 63 5 640 

val Thr ser Pro lie Thr His Thr Ala Gin ser Ala Leu Lys Val Ala 

645 650 655 

Gly Lys Pro Glu Gly Lys Ala Thr Asp Lys Gly Lys Leu Ala val Lys 

660 665 670 

Asn Thr Gly Leu Gin Arg ser ser ser Asp Ala Gly Arg Asp Arg Leu 

675 680 685 

ser Asp Ala Lys Lys Pro Pro ser Gly lie Ala Arg Pro Ser Thr ser 

690 695 700 

Gly Ser Phe Gly Tyr Lys Lys Pro Pro Pro Ala Thr Gly Thr Ala Thr 

705 710 715 720 

val Met Gin Thr Gly Gly ser Ala Thr Leu Ser Lys lie Gin Lys ser 

725 730 735 

Ser Gly lie Pro Val Lys Pro val Asn Gly Arg Lys Thr Ser Leu Asp 

740 745 750 

Val Ser Asn Ser Ala Glu Pro Gly Phe Leu Ala Pro Gly Ala Arg ser 

755 760 765 



Asn lie Gin Tyr Arg Ser Leu Pro Arg Pro Ala Lys Ser Ser Ser Met 
770 775 780 

Ser Val Thr Gly Gly Arg Gly Gly Pro Arg Pro val Ser Ser Ser lie 

785 790 795 800 



Asp Pro Ser Leu Leu Ser Thr Lys Gin Gly Gly Leu Thr Pro Ser Arg 
805 810 815 

Leu Lys Glu Pro Thr Lys Val Ala Ser Gly Arg Thr Thr Pro Ala Pro 
820 825 830 

Val Asn Gin Thr Asp Arg Glu Lys Glu Lys Ala Lys Ala Lys Ala Val 
835 840 845 

Ala Leu Asp Ser Asp Asn lie ser Leu Lys ser lie Gly Ser Pro Glu 
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850 855 860 

Ser Thr Pro Lys Asn Gin Ala Ser His Pro Thr Ala Thr Lys Leu Ala 
865 870 875 880 

Glu Leu Pro Pro Thr Pro Leu Arg Ala Thr Ala Lys Ser Phe Val Lys 
885 890 895 

Pro Pro ser Leu Ala Asn Leu Asp Lys Val Asn ser Asn Ser Leu Asp 
900 905 910 

Leu Pro ser Ser Ser Asp Thr Thr His Ala Ser Lys val Pro Asp Leu 
915 920 925 

His Ala Thr Ser Ser Ala Ser Gly Gly Pro Leu Pro Ser Cys Phe Thr 
930 935 940 

Pro Ser Pro Ala Pro lie Leu Asn lie Asn Ser Ala Ser Phe Ser Gin 
945 950 955 960 

Gly Leu Glu Leu Met Ser Gly Phe Ser val Pro Lys Glu Thr Arg Met 
965 970 975 

Tyr Pro Lys Leu Ser Gly Leu His Arg ser Met Glu Ser Leu Gin Met 
980 985 990 

Pro Met Ser Leu Pro Ser Ala Phe Pro Ser ser Thr Pro Val Pro Thr 
995 1000 1005 

Pro Pro Ala Pro Pro Ala Ala Pro Thr Glu Glu Glu Thr Glu Glu 
1010 1015 1020 

Leu Thr Trp ser Gly ser Pro Arg Ala Gly Gin Leu Asp Ser Asn 
1025 1030 1035 

Gin Arg Asp Arg Asn Thr Leu Pro Lys Lys Gly Leu Arg Tyr Gin 
1040 1045 1050 

Leu Gin Ser Gin Glu Glu Thr Lys Glu Arg Arg His Ser His Thr 
1055 1060 1065 

lie Gly Gly Leu Pro Glu Ser Asp Asp Gin Ser Glu Leu Pro Ser 
1070 1075 1080 

Pro Pro Ala Leu Pro Met ser Leu Ser Ala Lys Gly Gin Leu Thr 
1085 1090 1095 
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Asn lie val Ser Pro Thr Ala Ala Thr Thr Pro Arg lie Thr Arg 
1100 1105 1110 



ser Asn ser lie Pro Thr His Glu Ala Ala Phe Glu Leu Tyr Ser 
1115 1120 1125 



Gly Ser Gin Met Gly Ser Thr Leu Ser Leu Ala Glu Arg Pro Lys 
1130 1135 1140 



Gly Met lie Arg Ser Gly Ser Phe Arg Asp Pro Thr Asp Asp Val 
1145 1150 1155 



His Gly ser val Leu Ser Leu Ala Ser Ser Ala ser ser Thr Tyr 
1160 1165 1170 



ser Ser Ala Glu Glu Arg Met Gin Ser Glu Gin lie Arg Lys Leu 
1175 1180 1185 



Arg Arg Glu Leu Glu Ser Ser Gin Glu Lys val Ala Thr Leu Thr 
1190 1195 1200 

Ser Gin Leu Ser Ala Asn Ala Asn Leu Val Ala Ala Phe Glu Gin 
1205 1210 1215 



Ser Leu Val Asn Met Thr Ser Arg Leu Arg His Leu Ala Glu Thr 
1220 1225 1230 



Ala Glu Glu Lys Asp Thr Glu Leu Leu Asp Leu Arg Glu Thr lie 
1235 1240 1245 



Asp Phe Leu Lys Lys Lys Asn Ser Glu Ala Gin Ala Val lie Gin 
1250 1255 1260 



Gly Ala Leu Asn Ala Ser Glu Thr Thr Pro Lys Glu Leu Arg lie 
1265 1270 1275 



Lys Arg Gin Asn ser Ser Asp ser lie Ser ser Leu Asn Ser lie 
1280 1285 1290 

Thr ser His Ser ser lie Gly ser ser Lys Asp Ala Asp Ala Lys 
1295 1300 1305 



Lys Lys Lys Lys Lys ser Trp Leu Arg Ser Ser Phe Asn Lys Ala 
1310 1315 1320 

Phe Ser lie Lys Lys Gly Pro Lys ser Ala Ser Ser Tyr Ser Asp 
1325 1330 1335 
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lie Glu Glu lie Ala Thr Pro Asp ser Ser Ala Pro Ser Ser Pro 
1340 1345 1350 

Lys Leu Gin His Gly Ser Thr Glu Thr Ala Ser Pro ser lie Lys 
1355 1360 1365 

Ser ser Thr Ser ser Ser val Gly Thr Asp val Thr Glu Gly Pro 
1370 1375 1380 

Ala His Pro Ala Pro His Thr Arg Leu Phe His Ala Asn Glu Glu 
1385 1390 1395 



Glu Glu Pro Glu Lys Lys Glu val ser Glu Leu Arg ser Glu Leu 

1400 1405 1410 

Trp Glu Lys Glu Met Lys Leu Thr Asp lie Arg Leu Glu Ala Leu 

1415 1420 1425 



Asn Ser Ala His Gin Leu Asp Gin Leu Arg Glu Thr Met His Asn 
1430 1435 1440 



Met Gin Leu Glu Val Asp Leu Leu Glu Ala Glu Asn Asp Arg Leu 
1445 1450 1455 



Lys val Ala Pro Gly Pro Ser Ser Gly Ser Thr Pro Gly Gin val 
1460 1465 1470 



Pro Gly ser ser Ala Leu Ser Ser Pro Arg Arg ser Leu Gly Leu 
1475 1480 1485 



Ala Leu Thr His Ser Phe Gly Pro Ser Leu Ala Asp Thr Asp Leu 
1490 1495 1500 



Ser Pro Met Asp Gly lie ser Thr Cys Gly Pro Lys Glu Glu Val 
1505 1510 1515 

Thr Leu Arg val Val val Arg Met Pro Pro Gin His lie lie Lys 
1520 1525 1530 



Gly Asp Leu Lys Gin Gin Glu Phe Phe Leu Gly Cys Ser Lys val 
1535 1540 1545 

Ser Gly Lys Val Asp Trp Lys Met Leu Asp Glu Ala val Phe Gin 
1550 1555 1560 



Val Phe Lys Asp Tyr lie Ser Lys Met Asp Pro Ala ser Thr Leu 
1565 1570 1575 
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Gly Leu ser Thr Glu Ser lie His Gly Tyr ser lie Ser His Val 
1580 1585 1590 

Lys Arg val Leu Asp Ala Glu Pro Pro Glu Met Pro Pro Cys Arg 
1595 1600 1605 

Arg Gly val Asn Asn lie Ser val Ser Leu Lys Gly Leu Lys Glu 
1610 1615 1620 



Lys Cys Val Asp Ser Leu val Phe Glu Thr Leu lie Pro Lys Pro 
1625 1630 1635 

Met Met Gin His Tyr lie Ser Leu Leu Leu Lys His Arg Arg Leu 
1640 1645 1650 



Val Leu Ser Gly Pro Ser Gly Thr Gly Lys Thr Tyr Leu Thr Asn 
1655 1660 1665 



Arg Leu Ala Glu Tyr Leu Val Glu Arg Ser Gly Arg Glu val Thr 
1670 1675 1680 



Glu Gly lie Val ser Thr Phe Asn Met His Gin Gin ser Cys Lys 

1685 1690 1695 

Asp Leu Gin Leu Tyr Leu Ser Asn Leu Ala Asn Gin lie Asp Arg 

1700 1705 1710 



Glu Thr Gly lie Gly Asp val Pro Leu val lie Leu Leu Asp Asp 
1715 1720 1725 



Leu ser Glu Ala Gly Ser lie ser Glu Leu Val Asn Gly Ala Leu 
1730 1735 1740 



Thr cys Lys Tyr His Lys Cys Pro Tyr lie lie Gly Thr Thr Asn 
1745 1750 1755 

Gin Pro val Lys Met Thr Pro Asn His Gly Phe His Leu ser Phe 
1760 1765 1770 



Arg Met Leu Thr Phe ser Asn Asn Val Glu Pro Ala Asn Gly Phe 
1775 1780 1785 

Leu Val Arg Tyr Leu Arg Arg Lys Leu Val Glu Ser Asp Ser Asp 
1790 1795 1800 

lie Asn Ala Asn Lys Glu Glu Leu Leu Arg Val Leu Asp Trp Val 

Page 68 



1805 



Corrected Sequence Listing2.ST25 
1810 1815 



Pro Lys Leu Trp Tyr His Leu His Thr Phe Leu Glu Lys His Ser 
1820 1825 1830 

Thr Ser Asp Phe Leu Ile Gly Pro Cys Phe Phe Leu Ser cys Pro 
1835 1840 1845 

ile Gly ile Glu Asp Phe Arg Thr Trp Phe lie Asp Leu Trp Asn 
1850 1855 1860 

Asn Ser lie lie Pro Tyr Leu Gin Glu Gly Ala Lys Asp Gly Ile 
1865 1870 1875 

Lys Val His Gly Gin Lys Ala Ala Trp Glu Asp Pro val Glu Trp 
1880 1885 1890 

Val Arg Asp Thr Leu Pro Trp Pro Ser Ala Gin Gin Asp Gin ser 
1895 1900 1905 

Lys Leu Tyr His Leu Pro Pro Pro Thr val Gly Pro His Ser lie 
1910 1915 1920 

Ala Ser Pro Pro Glu Asp Arg Thr val Lys Asp Ser Thr Pro ser 
1925 1930 1935 

Ser Leu Asp Ser Asp Pro Leu Met Ala Met Leu Leu Lys Leu Gin 
1940 1945 1950 

Glu Ala Ala Asn Tyr Ile Glu ser Pro Asp Arg Glu Thr Ile Leu 
1955 1960 1965 

Asp Pro Asn Leu Gin Ala Thr Leu 
1970 1975 

<210> 26 

<211> 7783 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (2) . . (7141) 

<223> 

<400> 26 

c aac cag cca gaa cgc ctg aac teg cag gtq ctg cag ggg ctg cag gag 49 

Asn Gin Pro Glu Arg Leu Asn Ser Gin Val Leu Gin Gly Leu Gin Glu 
15 10 15 

cca gcg ggg gag ggg etc ccg ctg egg aag age ggc teg gtg gaa aac 97 
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pro Ala Gly Glu Gly Leu Pro Leu Arg Lys Ser Gly Ser val Glu Asn 
20 25 30 

gqg ttc gat acc cag ate tac aca gac tgg gec aat cat tac eta gec 145 

Gly Phe Asp Thr Gin lie Tyr Thr Asp Trp Ala Asn His Tyr Leu Ala 
35 40 45 

aaa tec gqc cac aag cgt etc ate agg gat etc cag caa gat gtq aca 193 

Lys Ser Gly His Lys Arg Leu lie Arg Asp Leu Gin Gin Asp Val Thr 
50 55 60 



gat gqc gtc etc ctg gec cag att ate cag gtt gtq gca aat gaa aag 
Asp Gly val Leu Leu Ala Gin lie lie Gin val val Ala Asn Glu Lys 
65 70 75 80 



241 



att gaa gac ate aat gqc tgt ccg aag aac aga tec caa atg att gaa 289 
lie Glu Asp lie Asn Gly Cys Pro Lys Asn Arg Ser Gin Met lie Glu 
85 90 95 

aac ata gat gee tgc ttg aat ttc ctg gca get aag gqa ata aac ate 337 
Asn lie Asp Ala Cys Leu Asn Phe Leu Ala Ala Lys Gly lie Asn lie 
100 105 110 

cag gqg ctg tct gca gaa gag ate agg aat gqa aac etc aag gee att 385 
Gin Gly Leu Ser Ala Glu Glu lie Arg Asn Gly Asn Leu Lys Ala lie 
115 120 125 

eta gqc etc ttc ttc age etc tec cga tac aag cag cag cag cag cag 433 
Leu Gly Leu Phe Phe Ser Leu ser Arg Tyr Lys Gin Gin Gin Gin Gin 
130 135 140 

ccc cag aag cag cac etc tec tea cct ctg ccg ccc gee gta tec cag 481 
Pro Gin Lys Gin His Leu Ser ser Pro Leu Pro Pro Ala val Ser Gin 
145 150 155 160 

gtq gee gqg gee ccc tec cag tgc cag get gqc acc cct cag cag cag 529 
val Ala Gly Ala Pro ser Gin cys Gin Ala Gly Thr Pro Gin Gin Gin 
165 170 175 

gtq cea gtc act ccc caa gec ccg tgc cag cct cac cag cca gcg cca 577 
Val Pro Val Thr Pro Gin Ala Pro cys Gin Pro His Gin Pro Ala Pro 
180 185 190 

cat cag cag tea aaa gca caa get gaa atg cag tec aga ctt cca gqt 625 
His Gin Gin Ser Lys Ala Gin Ala Glu Met Gin Ser Arg Leu Pro Gly 
195 200 205 

cct acc gcg agg gta tec get gca gqc age gag gec aaa aca cgc gqa 673 
Pro Thr Ala Arg Val Ser Ala Ala Gly Ser Glu Ala Lys Thr Arg Gly 
210 215 220 

gqg tea act act get aac aac cga cgc age cag age ttt aac aac tat 721 
Gly Ser Thr Thr Ala Asn Asn Arg Arg Ser Gin Ser Phe Asn Asn Tyr 
225 230 235 240 

gat aaa tec aaa cca gtc acc tec cca ccc cca ccg cca age age cac 769 
Asp Lys Ser Lys Pro Val Thr ser Pro Pro Pro Pro Pro Ser ser His 
245 250 255 

gag aaa gag cct ttg gca agt tea gec tec tec cac ccc gqa atg agt 817 
Glu Lys Glu Pro Leu Ala Ser Ser Ala Ser Ser His Pro Gly Met Ser 
260 265 270 

Page 70 



Corrected Sequence Li sting2.ST25 

gac aat gca cct get tec ttg gag age ggc age age tec acc cct act 865 

Asp Asn Ala Pro Ala Ser Leu Glu Ser Gly Ser Ser Ser Thr Pro Thr 

275 280 285 

aat tgc agt acc tec teg gec ate ccg cag ccc gat gca gee acc aag 913 

Asn Cys Ser Thr Ser Ser Ala lie Pro Gin Pro Gly Ala Ala Thr Lys 

290 295 300 

cct tgg cgc age aaa tec etc age gtg aag cac agt gec acg gta tec 961 

Pro Trp Arg Ser Lys Ser Leu Ser val Lys His Ser Ala Thr Val ser 

305 310 315 320 

atg etc teg gtc aag cct cct ggg cct gag gee ccc agg ccc aca cct 1009 

Met Leu ser val Lys Pro Pro Gly Pro Glu Ala Pro Arg Pro Thr Pro 

325 330 335 

gaa gec atg aag ccg gee ccc aac aat cag aag tec atg ctg gaa aag 1057 

Glu Ala Met Lys Pro Ala Pro Asn Asn Gin Lys ser Met Leu Glu Lys 

340 345 350 

ctg aaa ctt ttc aac agt aaa ggg ggc tea aag gca gqt gag ggg ccg 1105 

Leu Lys Leu Phe Asn ser Lys Gly Gly Ser Lys Ala Gly Glu Gly Pro 

355 360 365 

ggg tec egg gac aca age tgt gag egg ctg gag act ctg ccc age ttc 1153 

Gly Ser Arg Asp Thr ser Cys Glu Arg Leu Glu Thr Leu Pro Ser Phe 

370 375 380 

gaa gag age gag gag ctg gag gee gee agt cgc atg etc acc acc gtq 1201 

Glu Glu Ser Glu Glu Leu Glu Ala Ala Ser Arg Met Leu Thr Thr val 

385 390 395 400 

ggc cct get tec age age ccc aag att gca etc aag ggc att gec cag 1249 

Gly Pro Ala ser Ser ser Pro Lys lie Ala Leu Lys Gly lie Ala Gin 

405 410 415 

agg act ttt age egg gca ctg acc aac aag aag agt tct ctg aaa ggc 1297 

Arg Thr Phe Ser Arg Ala Leu Thr Asn Lys Lys Ser Ser Leu Lys Gly 

420 425 430 

aat gag aaa gag aag gag aaa caa cag egg gag aag gat aag gag aaa 1345 

Asn Glu Lys Glu Lys Glu Lys Gin Gin Arg Glu Lys Asp Lys Glu Lys 

435 440 445 

age aag gac ctt gee aag aga gee tct gtg acg gag agg ctg gac etc 1393 

Ser Lys Asp Leu Ala Lys Arg Ala ser Val Thr Glu Arg Leu Asp Leu 

450 455 460 

aag gag gag cca aaa gaa gac ccc agt gga gca get gtq ccc gag atg 1441 

Lys Glu Glu Pro Lys Glu Asp Pro Ser Gly Ala Ala val Pro Glu Met 

465 470 475 480 

cca aaa aag tec tec aag att gee age ttc ate ccc aaa ggg ggg aag 1489 

Pro Lys Lys Ser Ser Lys lie Ala Ser Phe lie Pro Lys Gly Gly Lys 

485 490 495 

etc aac agt gee aag aag gag ccc atg gec cct tec cac agt gga ata 1537 

Leu Asn Ser Ala Lys Lys Glu Pro Met Ala Pro Ser His Ser Gly He 

500 505 510 

cca aaa cca gga atg aag age atg ccc ggg aaa tec cca agt gec cca 1585 

Pro Lys Pro Gly Met Lys ser Met Pro Gly Lys ser Pro Ser Ala Pro 

515 520 525 
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gcg cct tec aag gaa ggg gag egg age egg agt ggg aag ctg age tea 1633 

Ala Pro ser Lys Glu Gly Glu Arg Ser Arg Ser Gly Lys Leu Ser Ser 
530 535 540 

gga etc ccc cag cag aag ccc cag ctg gac ggc aga cac tec agt tec 1681 

Gly Leu Pro Gin Gin Lys Pro Gin Leu Asp Gly Arg His Ser Ser ser 

545 550 555 560 

tct tec age ctg gcg tec tea gaa gga aaa ggc cca gga ggg ace ace 1729 

Ser Ser ser Leu Ala ser ser Glu Gly Lys Gly Pro Gly Gly Thr Thr 

565 570 575 

ctg aac cac age ate age age cag act gtc agt ggg tct gtc ggg acc 1777 

Leu Asn His Ser lie Ser ser Gin Thr Val Ser Gly ser val Gly Thr 

580 585 590 

acc cag acc aca gga age aat acc gtc agt gtt cag eta cct cag ccc 1825 

Thr Gin Thr Thr Gly ser Asn Thr Val Ser val Gin Leu Pro Gin Pro 
595 600 605 

cag cag caa tac aac cat ccc aac act gee acg gtt gca cct ttc ctg 1873 

Gin Gin Gin Tyr Asn His Pro Asn Thr Ala Thr Val Ala Pro Phe Leu 
610 615 620 

tac agg tct cag acg gac act gaa ggg aat gtt act gee gag tea age 1921 

Tyr Arg Ser Gin Thr Asp Thr Glu Gly Asn val Thr Ala Glu Ser ser 

625 630 635 640 

tea aca gqt gtg age gtg gag ccc age cac ttc acc aag act gga cag 1969 

Ser Thr Giy Val ser val Glu Pro ser His Phe Thr Lys Thr Gly Gin 

645 650 655 

cct get ctg gaa gaa etc act ggg gaa gat cct gag get egg egg ctg 2017 

Pro Ala Leu Glu Glu Leu Thr Gly Glu Asp Pro Glu Ala Arg Arg Leu 

660 665 670 

egg aca gtg aag aac ate get gat ctg egg cag aat ttg gag gaa acc 2065 

Arg Thr val Lys Asn lie Ala Asp Leu Arg Gin Asn Leu Glu Glu Thr 
675 680 685 

atg tec agt tta agg gga act cag gtt aca cac age aca ttg gaa acc 2113 

Met ser ser Leu Arg Gly Thr Gin Val Thr His Ser Thr Leu Glu Thr 
690 695 700 

acg ttt gac acc aat gtc acc acg gag atg agt ggc cgt age ata etc 2161 

Thr Phe Asp Thr Asn val Thr Thr Glu Met Ser Gly Arg ser lie Leu 

705 710 715 720 

age ttg aca ggg agg ccc aca cct ctg tec tgg aga ctg ggc cag tec 2209 

Ser Leu Thr Gly Arg Pro Thr Pro Leu Ser Trp Arg Leu Gly Gin Ser 

725 730 735 

age cct egg etc caa gca gga gac gee ccc tea atg ggc aat ggg tat 2257 

Ser Pro Arg Leu Gin Ala Gly Asp Ala Pro Ser Met Gly Asn Gly Tyr 

740 745 750 

ccc cct cga gee aac gee age agg ttc ate aac act gag tea ggt cgc 2305 

Pro Pro Arg Ala Asn Ala ser Arg Phe lie Asn Thr Glu ser Gly Arg 
755 760 765 

tat gtg tac tec gee cct ctg aga agg cag ctg gec tec egg ggc agt 2353 

Tyr val Tyr Ser Ala Pro Leu Arg Arg Gin Leu Ala Ser Arg Gly ser 
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770 775 780 

agt gtc tgc cac gtg gac gtc tea gac aag gca gga gat gag atg gac 2401 
Ser val Cys His val Asp va"l Ser Asp Lys Ala Gly Asp Glu Met Asp 
785 790 795 800 

ctg gaa ggc ate age atg gac gee ccc ggc tac atg age gat ggg gat 2449 
Leu Glu Gly lie ser Met Asp Ala Pro Gly Tyr Met Ser Asp Gly Asp 
805 810 815 

gtt ctg age aag aac ate egg ace gat gac att aca age gqa tac atg 2497 
Val Leu Ser Lys Asn lie Arg Thr Asp Asp lie Thr Ser Gly Tyr Met 
820 825 830 

act gat ggt gqa ctt gqc etc tat ace cgt cgc ctg aac egg etc cct 2545 
Thr Asp Gly Gly Leu Gly Leu Tyr Thr Arg Arg Leu Asn Arg Leu Pro 
835 840 845 

gat gqg atg get gtg gta egg gag acc ctg caa cga aat acc tec ctg 2593 
Asp Gly Met Ala val Val Arg Glu Thr Leu Gin Arg Asn Thr Ser Leu 
850 855 860 

gqc etc gqa gac get gac age tgg gac gac age age tec gtc age age 2641 
Gly Leu Gly Asp Ala Asp Ser Trp Asp Asp Ser Ser Ser val Ser Ser 
865 870 875 880 

gqc ate age gac acc ata gac aac etc age act gat gac ate aac acc 2689 
Gly lie Ser Asp Thr lie Asp Asn Leu ser Thr Asp Asp lie Asn Thr 
885 890 895 

age tec tec ate age tct tat gee aac aca cct gee tec tct cga aaa 2737 
Ser ser ser lie Ser ser Tyr Ala Asn Thr Pro Ala ser Ser Arg Lys 
900 905 910 

aac ctg gat gtg cag act gat get gag aag cac tea cag gtg gag agg 2785 
Asn Leu Asp val Gin Thr Asp Ala Glu Lys His ser Gin Val Glu Arg 
915 920 925 

aat tec ctg tgg tct ggt gat gat gtc aag aaa tea gac gga ggc tea 2833 
Asn ser Leu Trp Ser Gly Asp Asp Val Lys Lys Ser Asp Gly Gly Ser 
930 935 940 

gac age ggc ata aaa atg gag cca ggt tec aag tgg agg egg aat cct 2881 
Asp Ser Gly lie Lys Met Glu Pro Gly Ser Lys Trp Arg Arg Asn Pro 
945 950 955 960 

tct gat gtg tct gac gag tec gac aaa age acg teg ggc aag aag aat 2929 
Ser Asp Val Ser Asp Glu ser Asp Lys Ser Thr Ser Gly Lys Lys Asn 
965 970 975 

cct gtc ate tec cag aca ggc tea tgg egg cga ggc atg aca get cag 2977 
Pro val lie Ser Gin Thr Gly Ser Trp Arg Arg Gly Met Thr Ala Gin 
980 985 990 

gtg ggc ate acc atg cca agg acg aag get tea gee ccg gca ggc gca 3025 
Val Gly lie Thr Met Pro Arg Thr Lys Ala Ser Ala Pro Ala Gly Ala 
995 1000 1005 

ctg aag acc cca gga act gga aaa aca gac gac gca aag gtg tct 3070 
Leu Lys Thr Pro Gly Thr Gly Lys Thr Asp Asp Ala Lys val Ser 
1010 1015 1020 

gag aaa gga agg ctt tct cct aaa gec tec cag gtg aag cgc tec 3115 
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Glu Lys Gly Arg Leu Ser Pro Lys Ala Ser Gin Val Lys Arg ser 
1025 1030 1035 

cca tea gat gca gqc egg age agt gat gac gaa tec aaa aag ccc 3160 
pro ser Asp Ala Gly Arg ser Ser Gly Asp Glu Ser Lys Lys Pro 
1040 1045 1050 

etc ccc age age tct agg aca cct act gec aat gee aac age ttt 3205 
Leu Pro Ser Ser ser Arg Thr Pro Thr Ala Asn Ala Asn Ser Phe 
1055 1060 1065 

gqg ttc aag aag cag agt gqt tec gee ace gqc ctg gee atg ate 3250 
Gly Phe Lys Lys Gin Ser Gly Ser Ala Thr Gly Leu Ala Met lie 
1070 1075 1080 

aca gee age gqg gtq act gtc acc age agg tea gee aca ctg gqc 3295 
Thr Ala Ser Gly val Thr Val Thr Ser Arg Ser Ala Thr Leu Gly 
1085 1090 1095 

aaa ate cca aag tea tct gca etc gtc agt egg tct get gqt egg 3340 
Lys lie Pro Lys ser Ser Ala Leu val Ser Arg ser Ala Gly Arg 
1100 1105 1110 

aag tea agt atg gat gqg get cag aat cag gat gac gqg tat eta 3385 
Lys Ser Ser Met Asp Gly Ala Gin Asn Gin Asp Asp Gly Tyr Leu 
1115 1120 1125 

gec eta age tec egg aca aac ctt cag tac egg agt ttg ccg agg 3430 
Ala Leu Ser Ser Arg Thr Asn Leu Gin Tyr Arg Ser Leu Pro Arg 
1130 1135 1140 

ccc agt aag tec aac age egg aac gqg get gqg aac agg tct age 3475 
pro Ser Lys Ser Asn Ser Arg Asn Gly Ala Gly Asn Arg Ser Ser 
1145 1150 1155 

acc age age ata gat tec aac att age age aag tec gca gqc ctg 3520 
Thr Ser ser lie Asp Ser Asn lie ser Ser Lys Ser Ala Gly Leu 
1160 1165 1170 

cca gtq ccc aaa ctg agg gag cct tec aaa aca gee eta gqc age 3565 
Pro val Pro Lys Leu Arg Glu Pro Ser Lys Thr Ala Leu Gly Ser 
1175 1180 1185 

tct eta cca gqt ctg gtc aac caa aca gac aag gag aaa gqc ate 3610 
ser Leu Pro Gly Leu Val Asn Gin Thr Asp Lys Glu Lys Gly lie 
1190 1195 1200 

tea tea gac aac gag agt gtq get tec tgt aac teg gtq aaa gtq 3655 
ser Ser Asp Asn Glu Ser Val Ala ser cys Asn ser val Lys val 
1205 1210 1215 

aat ccg gca gee cag cct gtg tec agt ccg get cag acc agt etc 3700 
Asn Pro Ala Ala Gin Pro Val Ser Ser Pro Ala Gin Thr Ser Leu 
1220 1225 1230 

cag cct gqa gee aag tac cca gat gtq gee tct ccc aca etc cgc 3745 
Gin Pro Gly Ala Lys Tyr Pro Asp val Ala ser Pro Thr Leu Arg 
1235 1240 1245 

aga etc ttt gqt gqg aag cct acc aag caa gtq ccc ate gec aca 3790 
Arg Leu Phe Gly Gly Lys Pro Thr Lys Gin Val Pro lie Ala Thr 
1250 1255 1260 
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get gaa aac atg aaa aat teg gtq gtc ate tec aat cct cat gee 3835 
Ala Glu Asn Met Lys Asn Ser val val He ser Asn Pro His Ala 
1265 1270 1275 

acc atg act cag caa gqt aac eta gac tec ccg tea gqc agt gqc 3880 
Thr Met Thr Gin Gin Gly Asn Leu Asp Ser Pro Ser Gly ser Gly 
1280 1285 1290 

gtc ctg age agt gqg age age agt cct etc tac age aag aat gtq 3925 
val Leu Ser ser Gly ser Ser ser Pro Leu Tyr ser Lys Asn val 
1295 1300 1305 

gac etc aac cag tct ccg eta gee tec age ccc age tea gee cac 3970 
Asp Leu Asn Gin Ser Pro Leu Ala Ser Ser Pro Ser ser Ala His 
1310 1315 1320 

teg gee cct tec aac age etc acc tgg gqc acc aac gee age age 4015 
Ser Ala Pro ser Asn Ser Leu Thr Trp Gly Thr Asn Ala ser Ser 
1325 1330 1335 

tec tec gca gtt age aag gat gqc ctg gqc ttt cag tct gtc age 4060 
Ser ser Ala val Ser Lys Asp Gly Leu Gly Phe Gin Ser Val Ser 
1340 1345 1350 

age etc cac acc age tgt gag tec ate gac ate tec etc age agt 4105 
ser Leu His Thr ser Cys Glu Ser lie Asp lie ser Leu Ser ser 
1355 1360 1365 

gqa gqg gtc ccc age cac aat tct tec act gqc etc ate gee tec 4150 
Gly Gly val Pro ser His Asn Ser ser Thr Gly Leu lie Ala Ser 
1370 1375 1380 

tec aag gac gac tec ttg act ccc ttt gtc aga act aac agt gtq 4195 
ser Lys Asp Asp Ser Leu Thr pro Phe Val Arg Thr Asn ser val 
1385 1390 1395 

aag acc aca ctg tea gaa age cct etc tct tec cct get get age 4240 
Lys Thr Thr Leu ser Glu Ser Pro Leu Ser Ser pro Ala Ala Ser 
1400 1405 1410 

cct aag ttc tgc aga agt act ctg ccc agg aaa cag gac agt gac 4285 
Pro Lys Phe Cys Arg Ser Thr Leu Pro Arg Lys Gin Asp Ser Asp 
1415 1420 1425 

ccg cac ctt gat agg aac act ttg cct aag aaa gqa etc agg tat 4330 
Pro His Leu Asp Arg Asn Thr Leu Pro Lys Lys Gly Leu Arg Tyr 
1430 1435 1440 

act ccc acc tec cag ctt cgc acg caa gaa gat gca aaa gaa tgg 4375 
Thr pro Thr Ser Gin Leu Arg Thr Gin Glu Asp Ala Lys Glu Trp 
1445 1450 1455 

tta egg tec cat tct gca gqa gqc ctt cag gac acc get gee aat 4420 
Leu Arg Ser His Ser Ala Gly Gly Leu Gin Asp Thr Ala Ala Asn 
1460 1465 1470 

tec ccc ttt tec tct gqc tec age gtq act tct cce tec gqa aca 4465 
ser Pro Phe Ser ser Gly Ser ser Val Thr Ser Pro Ser Gly Thr 
1475 1480 1485 

aga ttc aac ttt tec cag ctt gcg agt ccc acc act gtc acc cag 4510 
Arg Phe Asn Phe Ser Gin Leu Ala Ser Pro Thr Thr val Thr Gin 
1490 1495 1500 
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atg age ttg tec aac ccg acc atg ctg agg act cac age etc tec 4555 

Met Ser Leu ser Asn Pro Thr Met Leu Arg Thr His Ser Leu Ser 

1505 1510 1515 

aat get gat ggg cag tat gat cca tac act gac age cgc ttc egg 4600 

Asn Ala Asp Gly Gin Tyr Asp Pro Tyr Thr Asp Ser Arg Phe Arg 

1520 1525 1530 

aat age tec atg tec ctg gat gag aag age aga acc atg age cgt 4645 

Asn Ser Ser Met Ser Leu Asp Glu Lys Ser Arg Thr Met Ser Arg 

1535 1540 1545 

tea ggc tea ttc egg gat ggg ttt gaa gaa gtt cat gga tec tea 4690 

ser Gly Ser Phe Arg Asp Gly Phe Glu Glu val His Gly ser ser 

1550 1555 1560 

etc tec ttg gtt tec age aca teg tea gtt tat tct aca cca gaa 4735 

Leu Ser Leu val Ser Ser Thr Ser ser Val Tyr ser Thr Pro Glu 

1565 1570 1575 

gaa aaa tgc cag tea gag att cgc aag ctg egg egg gaa ctg gat 4780 

Glu Lys cys Gin Ser Glu lie Arg Lys Leu Arg Arg Glu Leu Asp 

1580 1585 1590 

gee tec cag gag aaa gtt tea get ttg acc acc cag ctg aca gca 4825 

Ala ser Gin Glu Lys Val Ser Ala Leu Thr Thr Gin Leu Thr Ala 

1595 1600 1605 



aat get cac ctt gtg get gee ttt gaa cag agt ctt ggt aac atg 
Asn Ala His Leu Val Ala Ala Phe Glu Gin ser Leu Gly Asn Met 
1610 1615 1620 



4870 



aca ate agg etc cag agt ctg acc atg aca get gag cag aag gat 4915 
Thr lie Arg Leu Gin Ser Leu Thr Met Thr Ala Glu Gin Lys Asp 
1625 1630 1635 

tea gaa ctg aat gag tta aga aaa acc att gag ctg eta aag aaa 4960 
Ser Glu Leu Asn Glu Leu Arg Lys Thr lie Glu Leu Leu Lys Lys 
1640 1645 1650 

cag aac gca get gee cag get gee att aat gga gta att aac aca 5005 
Gin Asn Ala Ala Ala Gin Ala Ala lie Asn Gly val lie Asn Thr 
1655 1660 1665 

cct gag etc aac tgc aaa gga aac ggc act gee cag tct gca gac 5050 
Pro Glu Leu Asn Cys Lys Gly Asn Gly Thr Ala Gin Ser Ala Asp 
1670 1675 1680 

etc cgc ate cgc agg cag cac tec tea gac age gtc tec age ate 5095 
Leu Arg lie Arg Arg Gin His ser ser Asp Ser Val Ser Ser lie 
1685 1690 1695 

aac agt gee acc age cac tec agt gtg ggc age aac ata gag agt 5140 
Asn ser Ala Thr ser His Ser Ser val Gly Ser Asn lie Glu Ser 
1700 1705 1710 

gac tea aag aag aag aag agg aag aac tgg gtc aat gag tta cgc 5185 
Asp ser Lys Lys Lys Lys Arg Lys Asn Trp Val Asn Glu Leu Arg 
1715 1720 1725 

age tec ttc aag caa get ttc ggg aag aag aag tec cca aaa tct 5230 
Ser ser Phe Lys Gin Ala Phe Gly Lys Lys Lys Ser Pro Lys Ser 
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1730 1735 1740 

gcg tec tct cat tea gat att gag gag atg acg gat tct tct ttg 
Ala Ser Ser His Ser Asp lie Glu Glu Met Thr Asp Ser ser Leu 
1745 1750 1755 

cct tec tea cca aag tta cca cac aat ggg tec aca ggt tec ace 
pro Ser Ser Pro Lys Leu Pro His Asn Gly ser Thr Gly ser Thr 
1760 1765 1770 

cca ctg ctg agg aat tct cac tec aac tct eta att tea gaa tgc 
pro Leu Leu Arg Asn ser His Ser Asn Ser Leu He Ser Glu Cys 
1775 1780 1785 

atg gat agt gaa get gag ace gtc atg cag etc cga aat gag tta 
Met Asp ser Glu Ala Glu Thr val Met Gin Leu Arg Asn Glu Leu 
1790 1795 1800 

aga gac aag gag atg aag ctg aca gat ate cgc tta gaa get etc 
Arg Asp Lys Glu Met Lys Leu Thr Asp lie Arg Leu Glu Ala Leu 
1805 1810 1815 

agt tct gee cac cag ctg gac cag etc egg gag gee atg aac agg 
ser ser Ala His Gin Leu Asp Gin Leu Arg Glu Ala Met Asn Arg 
1820 1825 1830 

atg cag agt gaa ata gag aag ctg aaa get gag aat gat egg ctg 
Met Gin ser Glu lie Glu Lys Leu Lys Ala Glu Asn Asp Arg Leu 
1835 1840 1845 

aag tea gag tct caa ggc agt ggc tgc age egg get cct tec caa 
Lys ser Glu Ser Gin Gly ser Gly Cys Ser Arg Ala Pro ser Gin 
1850 1855 1860 

gtg tec ate tct gee tec ccg agg cag tec atg ggc etc tec cag 
vat Ser lie Ser Ala Ser Pro Arg Gin Ser Met Gly Leu Ser Gin 
1865 1870 1875 

cac age ttg aac etc act gag tea acc age ctg gac atg ttg ctg 
His ser Leu Asn Leu Thr Glu Ser Thr Ser Leu Asp Met Leu Leu 
1880 1885 1890 

gat gac act ggt gaa tgc teg get egg aag gaa gga ggc agg cat 
Asp Asp Thr Gly Glu Cys Ser Ala Arg Lys Glu Gly Gly Arg His 
1895 1900 1905 

gtt aag ata gtt gtc age ttt cag gag gaa atg aag tgg aag gag 
val Lys lie Val val Ser Phe Gin Glu Glu Met Lys Trp Lys Glu 
1910 1915 1920 

gat tec aga cca cat etc ttt ctt att ggc tgc att gga gtt agt 
Asp Ser Arg Pro His Leu Phe Leu lie Gly Cys lie Gly val Ser 
1925 1930 193 5 

ggc aag acg aag tgg gat gtg etc gat ggg gtg gtt aga egg ctg 
Gly Lys Thr Lys Trp Asp Val Leu Asp Gly val val Arg Arg Leu 
1940 1945 1950 

ttc aaa gaa tac ate att cat gtc gac cca gtq agt cag eta ggg 
Phe Lys Glu Tyr lie lie His val Asp Pro val ser Gin Leu Gly 
1955 1960 1965 

ctg aat tea gac age gtt ctt ggc tac age att gga gaa ate aag 
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Leu Asn Ser Asp Ser Val Leu Gly Tyr Ser lie Gly Glu lie Lys 
1970 1975 1980 

cgc age aac act tec gaa aca ccg gag ctg ctt cct tgt gqc tat 5995 
Arg Ser Asn Thr ser Glu Thr Pro Glu Leu Leu Pro cys Gly Tyr 
1985 1990 1995 

ctg gtt gqa gag aac acg acc ate tea gtq act gtq aaa gqg etc 6040 
Leu val Gly Glu Asn Thr Thr lie Ser val Thr Val Lys Gly Leu 
2000 2005 2010 

gca gaa aac age ctg gac tea ctg gtq ttt gag tec ttg att ccc 6085 
Ala Glu Asn Ser Leu Asp ser Leu val Phe Glu Ser Leu lie Pro 
2015 2020 2025 

aag ccc ate ctg cag cgc tac gtc tec etc ctg ata gag cac cgt 6130 
Lys Pro lie Leu Gin Arg Tyr val ser Leu Leu lie Glu His Arg 
2030 2035 2040 

egg ate att etc tct gqc ccc age gqc act gqg aaa acc tac ctg 6175 
Arg lie lie Leu Ser Gly Pro Ser Gly Thr Gly Lys Thr Tyr Leu 
2045 2050 2055 

gee aac egg ctg tct gag tat ata gtq ctt cga gag gqa egg gag 6220 
Ala Asn Arg Leu Ser Glu Tyr lie val Leu Arg Glu Gly Arg Glu 
2060 2065 2070 

ttg aca gac gqg gtt ate gee acc ttt aac gtq gac cat aag tec 6265 
Leu Thr Asp Gly val lie Ala Thr Phe Asn Val Asp His Lys Ser 
2075 2080 2085 

age aag gaa ttg cgc cag tac ctg tec aac ctt get gac cag tgc 6310 
ser Lys Glu Leu Arg Gin Tyr Leu Ser Asn Leu Ala Asp Gin Cys 
2090 2095 2100 

aac agt gag aac aat get gtq gac atg ccc etc gtc ate ate ctg 6355 
Asn Ser Glu Asn Asn Ala Val Asp Met Pro Leu val lie lie Leu 
2105 2110 2115 

gac aac eta cac cac gtq age tct ctg gqc gag ate ttc aat gqg 6400 
Asp Asn Leu His His Val Ser Ser Leu Gly Glu lie Phe Asn Gly 
2120 2125 2130 

ctg etc aac tgc aag tac cac aaa tgc cct tac ata att gqc aca 6445 
Leu Leu Asn Cys Lys Tyr His Lys Cys Pro Tyr lie He Gly Thr 
2135 2140 2145 

atg aac cag get acc tct teg act ccc aac ctg cag ctt cac cat 6490 
Met Asn Gin Ala Thr Ser Ser Thr Pro Asn Leu Gin Leu His His 
2150 2155 2160 

aac ttc aga tgg gtq ctt tgt gee aac cac acg gag cct gtq aag 6535 
Asn Phe Arg Trp val Leu Cys Ala Asn His Thr Glu Pro val Lys 
2165 2170 2175 

gqt ttc ctt gqc cga ttc ctg agg agg aag etc atg gaa aca gag 6580 
Gly Phe Leu Gly Arg Phe Leu Arg Arg Lys Leu Met Glu Thr Glu 
2180 2185 2190 

ate agt gqg egg gtq cgc aat atg gag ctg gta aaa ate att gac 6625 
lie ser Gly Arg val Arg Asn Met Glu Leu val Lys lie lie Asp 
2195 2200 2205 
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tgg att ccc aag gtc tgg cat cac etc aac cgc ttc ctg gag get 

Trp lie Pro Lys val Trp His His Leu Asn Arg Phe Leu Glu Ala 

2210 2215 2220 

cac agt tec teg gac gtc acc ate gqc ccc egg etc ttc ctg tea 

His Ser Ser Ser Asp val Thr lie Gly Pro Arg Leu Phe Leu ser 

2225 2230 2235 

tgc ccc ate gat gtg gac gqc teg aga gtg tgg ttc acc gac ttg 

Cys Pro lie Asp val Asp Gly Ser Arg val Trp Phe Thr Asp Leu 

2240 2245 2250 

tgg aac tat tec att ate ccc tat etc ctg gaa gee gtc aga gaa 

Trp Asn Tyr Ser lie lie Pro Tyr Leu Leu Glu Ala val Arg Glu 

2255 2260 2265 

gqa etc cag etc tat gqa agg cgc gee ccc tgg gag gat cct gee 

Gly Leu Gin Leu Tyr Gly Arg Arg Ala Pro Trp Glu Asp Pro Ala 

2270 2275 2280 

aag tgg gtg atg gac aca tat cca tgg gca gec age cca caa cag 

Lys Trp val Met Asp Thr Tyr Pro Trp Ala Ala Ser Pro Gin Gin 

2285 2290 2295 

cac gag tgg cct ccc ctg ctg cag tta egg cct gag gat gtc gqc 

His Glu Trp Pro Pro Leu Leu Gin Leu Arg Pro Glu Asp Val Gly 

2300 2305 2310 

ttc gac gqc tac tec atg cct egg gag gqa teg aca age aag cag 

Phe Asp Gly Tyr Ser Met Pro Arg Glu Gly Ser Thr Ser Lys Gin 

2315 2320 2325 

atg ccc ccc agt gat get gaa gqt gac ccg ctg atg aac atg ctg 

Met Pro Pro Ser Asp Ala Glu Gly Asp Pro Leu Met Asn Met Leu 

2330 2335 2340 

atg agg ctg cag gag gca gec aac tac tec age ccc cag age tat 

Met Arg Leu Gin Glu Ala Ala Asn Tyr ser ser Pro Gin ser Tyr 

2345 2350 2355 

gac age gac tec aac age aac age cat cac gat gac ate ttg gac 

Asp Ser Asp Ser Asn ser Asn Ser His His Asp Asp He Leu Asp 

2360 2365 2370 



tec tct ttg gag tec act ctg tgacaggggc ccggagccca gcgccctcct 
Ser ser Leu Glu Ser Thr Leu 



2375 




2380 








cttctcctca 


ccgcattcca 


cctgcatccc 


ccacatcacc 


ctgaagatga 


cttcctgagc 


cagcccccag 


ccacagcctt 


agagctgegg 


gaacaccgag 


accccccgtc 


cttcagcctc 


gacctgggtg 


caggcatccc 


gggccagctg 


cctgcggacc 


gcttccttcc 


acagegagaa 


ctgcactacc 


ttctgttgta 


ctttaattat 


tgttttgcct 


tgttgctgtg 


acctccctaa 


gacactgaag 


atacttctcg 


ggaaaggatc 


atcgccgttg 


aaatgaaaag 


agagacagag 


agagaaaaaa 


aaaagagaac 


ccacatgaag 


ctctgaaacc 


aaacagcatc 


ctgecatgag 


cttcccagag 


acagaagaga 


ctggagcaaa 


gteggaaaca 


cagagaagca 


cggcttcccc 


tcagcacaga 


ccctccagac 


tgggtctcag 


agccgtgcca 
Page 


cccaccctcc 
79 


cacacagccg 
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gccacaggga gaactggtgc taaccagggt gcttgctttg gtcacgttca acgcactaca 7711 

gagctacgac acaggggaac cttaggagca aataaaccgt gctttcatgt tttttaaaaa 7771 

aaaaaaaaaa aa 7783 

<210> 27 

<211> 2380 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Asn Gin Pro Glu Arg Leu Asn Ser Gin val Leu Gin Gly Leu Gin Glu 
15 10 15 

pro Ala Gly Glu Gly Leu Pro Leu Arg Lys Ser Gly Ser Val Glu Asn 
20 25 30 

Gly Phe Asp Thr Gin lie Tyr Thr Asp Trp Ala Asn His Tyr Leu Ala 
35 40 45 

Lys Ser Gly His Lys Arg Leu lie Arg Asp Leu Gin Gin Asp val Thr 
50 55 60 

Asp Gly Val Leu Leu Ala Gin lie lie Gin val Val Ala Asn Glu Lys 
65 70 75 80 

lie Glu Asp lie Asn Gly Cys Pro Lys Asn Arg Ser Gin Met lie Glu 
85 90 95 

Asn He Asp Ala Cys Leu Asn Phe Leu Ala Ala Lys Gly lie Asn lie 
100 105 110 

Gin Gly Leu Ser Ala Glu Glu lie Arg Asn Gly Asn Leu Lys Ala He 
115 120 125 

Leu Gly Leu Phe Phe Ser Leu ser Arg Tyr Lys Gin Gin Gin Gin Gin 
130 135 140 

Pro Gin Lys Gin His Leu ser ser Pro Leu Pro Pro Ala val Ser Gin 
145 150 155 160 

Val Ala Gly Ala Pro Ser Gin Cys Gin Ala Gly Thr Pro Gin Gin Gin 
165 170 175 

Val Pro Val Thr Pro Gin Ala Pro Cys Gin Pro His Gin Pro Ala Pro 
180 185 190 
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His Gin Gin ser Lys Ala Gin Ala Glu Met Gin Ser Arg Leu Pro Gly 
195 200 205 

Pro Thr Ala Arg val Ser Ala Ala Gly ser Glu Ala Lys Thr Arg Gly 
210 215 220 

Gly Ser Thr Thr Ala Asn Asn Arg Arg Ser Gin Ser Phe Asn Asn Tyr 
225 230 235 240 

Asp Lys ser Lys Pro Val Thr Ser Pro Pro Pro Pro Pro Ser Ser His 
245 250 255 

Glu Lys Glu Pro Leu Ala Ser Ser Ala Ser ser His Pro Gly Met ser 
260 265 270 

Asp Asn Ala Pro Ala ser Leu Glu Ser Gly Ser Ser Ser Thr Pro Thr 
275 280 285 

Asn Cys Ser Thr Ser ser Ala lie Pro Gin Pro Gly Ala Ala Thr Lys 
290 295 300 

Pro Trp Arg Ser Lys ser Leu Ser Val Lys His Ser Ala Thr val ser 
305 310 315 320 

Met Leu Ser val Lys Pro Pro Gly Pro Glu Ala Pro Arg Pro Thr Pro 
325 330 335 

Glu Ala Met Lys Pro Ala Pro Asn Asn Gin Lys Ser Met Leu Glu Lys 
340 345 350 

Leu Lys Leu phe Asn Ser Lys Gly Gly Ser Lys Ala Gly Glu Gly Pro 
355 360 365 

Gly Ser Arg Asp Thr Ser Cys Glu Arg Leu Glu Thr Leu Pro ser Phe 
370 375 380 

Glu Glu Ser Glu Glu Leu Glu Ala Ala Ser Arg Met Leu Thr Thr val 
385 390 395 400 

Gly Pro Ala Ser ser Ser Pro Lys lie Ala Leu Lys Gly lie Ala Gin 
405 410 415 

Arg Thr Phe ser Arg Ala Leu Thr Asn Lys Lys ser Ser Leu Lys Gly 
420 425 430 

Asn Glu Lys Glu Lys Glu Lys Gin Gin Arg Glu Lys Asp Lys Glu Lys 
435 440 445 
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Ser Lys Asp Leu Ala Lys Arg Ala Ser val Thr Glu Arg Leu Asp Leu 
450 455 460 

Lys Glu Glu Pro Lys Glu Asp Pro Ser Gly Ala Ala val Pro Glu Met 
465 470 475 480 

Pro Lys Lys Ser Ser Lys lie Ala Ser Phe lie Pro Lys Gly Gly Lys 
485 490 495 

Leu Asn ser Ala Lys Lys Glu Pro Met Ala Pro ser His Ser Gly lie 
500 505 510 

Pro Lys Pro Gly Met Lys ser Met Pro Gly Lys Ser pro Ser Ala Pro 
515 520 525 

Ala Pro ser Lys Glu Gly Glu Arg Ser Arg Ser Gly Lys Leu Ser Ser 
530 535 540 

Gly Leu Pro Gin Gin Lys Pro Gin Leu Asp Gly Arg His Ser Ser ser 
545 550 555 560 

Ser Ser ser Leu Ala ser Ser Glu Gly Lys Gly Pro Gly Gly Thr Thr 
565 570 575 



Leu Asn His Ser lie ser Ser Gin Thr Val Ser Gly Ser Val Gly Thr 
580 585 590 

Thr Gin Thr Thr Gly Ser Asn Thr val Ser Val Gin Leu Pro Gin Pro 
595 600 605 

Gin Gin Gin Tyr Asn His Pro Asn Thr Ala Thr val Ala Pro Phe Leu 
610 615 620 

Tyr Arg Ser Gin Thr Asp Thr Glu Gly Asn Val Thr Ala Glu Ser ser 
625 630 635 640 



Ser Thr Gly val ser val Glu Pro Ser His Phe Thr Lys Thr Gly Gin 
645 650 655 

Pro Ala Leu Glu Glu Leu Thr Gly Glu Asp Pro Glu Ala Arg Arg Leu 

660 665 670 

Arg Thr Val Lys Asn lie Ala Asp Leu Arg Gin Asn Leu Glu Glu Thr 

675 680 685 



Met Ser ser Leu Arg Gly Thr Gin Val Thr His Ser Thr Leu Glu Thr 
690 695 700 
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Thr Phe Asp Thr Asn val Thr Thr Glu Met Ser Gly Arg ser lie Leu 
705 710 715 720 

ser Leu Thr Gly Arg Pro Thr Pro Leu ser Trp Arg Leu Gly Gin ser 
725 730 735 

ser Pro Arg Leu Gin Ala Gly Asp Ala Pro Ser Met Gly Asn Gly Tyr 
740 745 750 

Pro Pro Arg Ala Asn Ala Ser Arg Phe lie Asn Thr Glu ser Gly Arg 
755 760 765 

Tyr Val Tyr Ser Ala Pro Leu Arg Arg Gin Leu Ala Ser Arg Gly Ser 
770 775 780 

Ser val Cys His Val Asp val Ser Asp Lys Ala Gly Asp Glu Met Asp 
785 790 795 800 

Leu Glu Gly lie Ser Met Asp Ala Pro Gly Tyr Met Ser Asp Gly Asp 
805 810 815 

val Leu ser Lys Asn lie Arg Thr Asp Asp lie Thr ser Gly Tyr Met 
820 825 830 

Thr Asp Gly Gly Leu Gly Leu Tyr Thr Arg Arg Leu Asn Arg Leu Pro 
835 840 845 

Asp Gly Met Ala val val Arg Glu Thr Leu Gin Arg Asn Thr ser Leu 
850 855 860 

Gly Leu Gly Asp Ala Asp Ser Trp Asp Asp Ser Ser Ser Val Ser Ser 
865 870 875 880 

Gly lie Ser Asp Thr lie Asp Asn Leu Ser Thr Asp Asp lie Asn Thr 
885 890 895 

Ser Ser Ser lie Ser ser Tyr Ala Asn Thr pro Ala Ser Ser Arg Lys 
900 905 910 

Asn Leu Asp Val Gin Thr Asp Ala Glu Lys His Ser Gin val Glu Arg 
915 920 925 

Asn ser Leu Trp Ser Gly Asp Asp val Lys Lys Ser Asp Gly Gly ser 
930 935 940 

Asp Ser Gly lie Lys Met Glu Pro Gly Ser Lys Trp Arg Arg Asn pro 
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945 950 955 960 

Ser Asp val Ser Asp Glu Ser Asp Lys Ser Thr Ser Gly Lys Lys Asn 
965 970 975 

Pro Val lie Ser Gin Thr Gly Ser Trp Arg Arg Gly Met Thr Ala Gin 
980 985 990 

Val Gly lie Thr Met Pro Arg Thr Lys Ala Ser Ala Pro Ala Gly Ala 
995 1000 1005 

Leu Lys Thr Pro Gly Thr Gly Lys Thr Asp Asp Ala Lys val Ser 
1010 1015 1020 

Glu Lys Gly Arg Leu Ser Pro Lys Ala Ser Gin Val Lys Arg Ser 
1025 1030 103 5 

Pro Ser Asp Ala Gly Arg Ser Ser Gly Asp Glu Ser Lys Lys Pro 
1040 1045 1050 

Leu Pro Ser Ser ser Arg Thr Pro Thr Ala Asn Ala Asn Ser Phe 
1055 1060 1065 

Gly Phe Lys Lys Gin Ser Gly Ser Ala Thr Gly Leu Ala Met lie 
1070 1075 1080 

Thr Ala Ser Gly val Thr Val Thr Ser Arg Ser Ala Thr Leu Gly 
1085 1090 1095 

Lys lie Pro Lys Ser Ser Ala Leu Val Ser Arg ser Ala Gly Arg 
1100 1105 1110 

Lys Ser ser Met Asp Gly Ala Gin Asn Gin Asp Asp Gly Tyr Leu 
1115 1120 1125 

Ala Leu Ser ser Arg Thr Asn Leu Gin Tyr Arg Ser Leu Pro Arg 
1130 1135 1140 

Pro Ser Lys Ser Asn ser Arg Asn Gly Ala Gly Asn Arg Ser Ser 
1145 1150 1155 

Thr Ser Ser lie Asp Ser Asn lie Ser ser Lys Ser Ala Gly Leu 
1160 1165 1170 

pro val Pro Lys Leu Arg Glu Pro Ser Lys Thr Ala Leu Gly Ser 
1175 1180 1185 
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ser Leu Pro Gly Leu Val Asn Gin Thr Asp Lys Glu Lys Gly lie 
1190 1195 1200 

Ser Ser Asp Asn Glu Ser Val Ala Ser Cys Asn Ser val Lys val 
1205 1210 1215 

Asn Pro Ala Ala Gin Pro Val Ser Ser Pro Ala Gin Thr ser Leu 
1220 1225 1230 

Gin Pro Gly Ala Lys Tyr Pro Asp Val Ala ser Pro Thr Leu Arg 
1235 1240 1245 

Arg Leu Phe Gly Gly Lys Pro Thr Lys Gin val Pro lie Ala Thr 
1250 1255 1260 

Ala Glu Asn Met Lys Asn Ser val Val lie Ser Asn Pro His Ala 
1265 1270 1275 

Thr Met Thr Gin Gin Gly Asn Leu Asp ser Pro ser Gly Ser Gly 
1280 1285 1290 

val Leu Ser Ser Gly Ser Ser ser Pro Leu Tyr ser Lys Asn val 
1295 1300 1305 

Asp Leu Asn Gin Ser Pro Leu Ala Ser ser Pro Ser ser Ala His 
1310 1315 1320 

Ser Ala Pro Ser Asn Ser Leu Thr Trp Gly Thr Asn Ala Ser ser 
1325 1330 1335 

Ser ser Ala Val ser Lys Asp Gly Leu Gly Phe Gin Ser val Ser 
1340 1345 1350 



Ser Leu His Thr ser Cys Glu ser lie Asp lie Ser Leu Ser ser 

1355 1360 1365 

Gly Gly val Pro ser His Asn ser Ser Thr Gly Leu lie Ala ser 

1370 1375 1380 

Ser Lys Asp Asp ser Leu Thr Pro Phe val Arg Thr Asn Ser val 

1385 1390 1395 

Lys Thr Thr Leu ser Glu Ser Pro Leu Ser Ser Pro Ala Ala Ser 

1400 1405 1410 

Pro Lys Phe Cys Arg Ser Thr Leu Pro Arg Lys Gin Asp Ser Asp 

1415 1420 1425 
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Pro His Leu Asp Arg Asn Thr Leu Pro Lys Lys Gly Leu Arg Tyr 
1430 1435 1440 

Thr Pro Thr Ser Gin Leu Arg Thr Gin Glu Asp Ala Lys Glu Trp 
1445 1450 1455 



Leu Arg Ser His Ser Ala Gly Gly Leu Gin Asp Thr Ala Ala Asn 
1460 1465 1470 

ser Pro Phe ser Ser Gly Ser Ser val Thr ser pro Ser Gly Thr 
1475 1480 1485 

Arg Phe Asn Phe Ser Gin Leu Ala Ser Pro Thr Thr val Thr Gin 
1490 1495 1500 

Met Ser Leu Ser Asn Pro Thr Met Leu Arg Thr His Ser Leu Ser 
1505 1510 1515 

Asn Ala Asp Gly Gin Tyr Asp Pro Tyr Thr Asp ser Arg Phe Arg 
1520 1525 1530 

Asn ser ser Met Ser Leu Asp Glu Lys Ser Arg Thr Met Ser Arg 
1535 1540 1545 

Ser Gly Ser Phe Arg Asp Gly Phe Glu Glu val His Gly Ser ser 
1550 1555 1560 

Leu Ser Leu val Ser Ser Thr ser Ser val Tyr ser Thr Pro Glu 
1565 1570 1575 

Glu Lys Cys Gin Ser Glu lie Arg Lys Leu Arg Arg Glu Leu Asp 
1580 1585 1590 

Ala Ser Gin Glu Lys val Ser Ala Leu Thr Thr Gin Leu Thr Ala 
1595 1600 1605 

Asn Ala His Leu Val Ala Ala Phe Glu Gin Ser Leu Gly Asn Met 
1610 1615 1620 

Thr lie Arg Leu Gin Ser Leu Thr Met Thr Ala Glu Gin Lys Asp 
1625 1630 1635 

Ser Glu Leu Asn Glu Leu Arg Lys Thr lie Glu Leu Leu Lys Lys 
1640 1645 1650 

Gin Asn Ala Ala Ala Gin Ala Ala lie Asn Gly val lie Asn Thr 
1655 1660 1665 
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Pro Glu Leu Asn Cys Lys Gly Asn Gly Thr Ala Gin ser Ala Asp 
1670 1675 1680 

Leu Arg lie Arg Arg Gin His Ser Ser Asp Ser val Ser Ser lie 
1685 1690 1695 



Asn Ser Ala Thr Ser His Ser Ser val Gly Ser Asn lie Glu Ser 
1700 1705 1710 

Asp ser Lys Lys Lys Lys Arg Lys Asn Trp Val Asn Glu Leu Arg 
1715 1720 1725 

Ser Ser Phe Lys Gin Ala Phe Gly Lys Lys Lys ser Pro Lys Ser 
1730 1735 1740 



Ala Ser ser His Ser Asp lie Glu Glu Met Thr Asp Ser Ser Leu 
1745 1750 1755 



Pro Ser Ser Pro Lys Leu Pro His Asn Gly Ser Thr Gly Ser Thr 
1760 1765 1770 



Pro Leu Leu Arg Asn Ser His Ser Asn ser Leu lie ser Glu Cys 
1775 1780 1785 

Met Asp Ser Glu Ala Glu Thr val Met Gin Leu Arg Asn Glu Leu 
1790 1795 1800 

Arg Asp Lys Glu Met Lys Leu Thr Asp lie Arg Leu Glu Ala Leu 
1805 1810 1815 

Ser Ser Ala His Gin Leu Asp Gin Leu Arg Glu Ala Met Asn Arg 
1820 1825 1830 

Met Gin ser Glu lie Glu Lys Leu Lys Ala Glu Asn Asp Arg Leu 
1835 1840 1845 

Lys Ser Glu ser Gin Gly ser Gly cys ser Arg Ala Pro Ser Gin 
1850 1855 1860 

val Ser lie Ser Ala Ser Pro Arg Gin ser Met Gly Leu Ser Gin 
1865 1870 1875 

His Ser Leu Asn Leu Thr Glu ser Thr ser Leu Asp Met Leu Leu 
1880 1885 1890 

Asp Asp Thr Gly Glu Cys Ser Ala Arg Lys Glu Gly Gly Arg His 
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1895 1900 1905 

val Lys lie val val Ser Phe Gin Glu Glu Met Lys Trp Lys Glu 
1910 1915 1920 



Asp Ser Arg Pro His Leu Phe Leu lie Gly Cys lie Gly val Ser 
1925 1930 1935 

Gly Lys Thr Lys Trp Asp val Leu Asp Gly val val Arg Arg Leu 
1940 1945 1950 



Phe Lys Glu Tyr lie He His Val Asp Pro val Ser Gin Leu Gly 
1955 1960 1965 



Leu Asn ser Asp Ser val Leu Gly Tyr ser lie Gly Glu lie Lys 
1970 1975 1980 



Arg Ser Asn Thr ser Glu Thr Pro Glu Leu Leu Pro Cys Gly Tyr 
1985 1990 1995 



Leu Val Gly Glu Asn Thr Thr lie Ser val Thr val Lys Gly Leu 
2000 2005 2010 



Ala Glu Asn Ser Leu Asp Ser Leu Val Phe Glu Ser Leu lie pro 
2015 2020 2025 



Lys Pro lie Leu Gin Arg Tyr val Ser Leu Leu lie Glu His Arg 
2030 2035 2040 



Arg lie lie Leu Ser Gly Pro Ser Gly Thr Gly Lys Thr Tyr Leu 
2045 2050 2055 

Ala Asn Arg Leu ser Glu Tyr lie Val Leu Arg Glu Gly Arg Glu 
2060 2065 2070 



Leu Thr Asp Gly val lie Ala Thr Phe Asn Val Asp His Lys Ser 
2075 2080 2085 

Ser Lys Glu Leu Arg Gin Tyr Leu Ser Asn Leu Ala Asp Gin cys 
2090 2095 2100 

Asn ser Glu Asn Asn Ala val Asp Met Pro Leu val lie lie Leu 
2105 2110 2115 



Asp Asn Leu His His val Ser Ser Leu Gly Glu lie Phe Asn Gly 
2120 2125 2130 
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Leu Leu Asn cys Lys Tyr His Lys Cys Pro Tyr lie lie Gly Thr 
2135 2140 2145 

Met Asn Gin Ala Thr Ser Ser Thr Pro Asn Leu Gin Leu His His 
2150 2155 2160 

Asn Phe Arg Trp val Leu Cys Ala Asn His Thr Glu Pro val Lys 
2165 2170 2175 



Gly Phe Leu Gly Arg Phe Leu Arg Arg Lys Leu Met Glu Thr Glu 
2180 2185 2190 



lie ser Gly Arg Val Arg Asn Met Glu Leu Val Lys lie lie Asp 
2195 2200 2205 



Trp lie Pro Lys Val Trp His His Leu Asn Arg Phe Leu Glu Ala 
2210 2215 2220 



His Ser Ser ser Asp val Thr lie Gly Pro Arg Leu Phe Leu ser 
2225 2230 2235 

Cys Pro lie Asp val Asp Gly ser Arg Val Trp Phe Thr Asp Leu 
2240 2245 2250 



Trp Asn Tyr Ser lie lie Pro Tyr Leu Leu Glu Ala Val Arg Glu 
2255 2260 2265 



Gly Leu Gin Leu Tyr Gly Arg Arg Ala Pro Trp Glu Asp Pro Ala 
2270 2275 2280 

Lys Trp Val Met Asp Thr Tyr pro Trp Ala Ala ser Pro Gin Gin 
2285 2290 2295 



His Glu Trp Pro Pro Leu Leu Gin Leu Arg Pro Glu Asp Val Gly 
2300 2305 2310 

Phe Asp Gly Tyr ser Met Pro Arg Glu Gly ser Thr Ser Lys Gin 
2315 2320 2325 

Met Pro Pro Ser Asp Ala Glu Gly Asp Pro Leu Met Asn Met Leu 
2330 2335 2340 



Met Arg Leu Gin Glu Ala Ala Asn Tyr Ser Ser Pro Gin Ser Tyr 
2345 2350 2355 



Asp Ser Asp Ser Asn ser Asn Ser His His Asp Asp lie Leu Asp 
2360 2365 2370 
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Ser Ser Leu Glu ser Thr Leu 
2375 2380 



<210> 28 

<211> 96 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(93) 
<223> 

<400> 28 

age agg gag agg gga gqg agt gtg ccg tct ctt ctg caa gag cag tgc 48 

Ser Arg Glu Arg Gly Gly Ser val Pro Ser Leu Leu Gin Gly Gin Cys 
15 10 15 

ccc age etc age cac act tct gat ctg cag tec aac aga cct ttc tag 96 
Pro Ser Leu ser His Thr Ser Asp Leu Gin ser Asn Arg Pro Phe 
20 25 30 



<210> 


29 


<211> 


75 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1). 


<223> 




<400> 


29 



cat gec aaa gag aac ctg gqg gtg cca gqg ggt cct cag age tea cac 
His Ala Lys Glu Asn Leu Gly val Pro Gly Gly Pro Gin Ser Ser His 
15 10 15 



48 



tgc act tgt gqc acc cac age gag tag 75 
Cys Thr Cys Gly Thr His Ser Glu 
20 



<210> 30 

<211> 489 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(489) 

<223> 

<400> 30 

cca tec gtg age cga gga aac tgt aca cag ate tac aca gac tgg gee 48 

Pro Ser Val Ser Arg Gly Asn Cys Thr Gin lie Tyr Thr Asp Trp Ala 
15 10 15 

aat cat tac eta gee aaa tec gqc cac aag cgt etc ate aag gat etc 96 

Asn His Tyr Leu Ala Lys ser Gly His Lys Arg Leu lie Lys Asp Leu 
20 25 30 
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cag caa gat gtq aca gat gqc gtc etc ctg gec cag att ate cag gtt 144 
Gin Gin Asp VaT Thr Asp Gly Val Leu Leu Ala Gin He He Gin val 
35 40 45 

gtq gca aat gaa aag att gaa gac ate aat gqc tgt ccg aag aac aga 192 
Val Ala Asn Glu Lys lie Glu Asp lie Asn Gly Cys Pro Lys Asn Arg 
50 55 60 

tec caa atg att gaa aac ata gat gec tgc ttg aat ttc ctg gca get 240 
Ser Gin Met lie Glu Asn lie Asp Ala Cys Leu Asn Phe Leu Ala Ala 
65 70 75 80 

aag gqa ata aac ate cag gqg ctg tct gca gaa gag ate agg aat gqa 288 
Lys Gly lie Asn lie Gin Gly Leu Ser Ala Glu Glu lie Arg Asn Gly 
85 90 95 

aac etc aag gec att eta gqc etc ttc ttc age etc tec cga tac aag 336 
Asn Leu Lys Ala lie Leu Gly Leu Phe Phe Ser Leu Ser Arg Tyr Lys 
100 105 110 

cag cag cag cag cag ccc cag aag cag cac etc tec tea cct ctg ccg 384 
Gin Gin Gin Gin Gin Pro Gin Lys Gin His Leu Ser Ser Pro Leu Pro 
115 120 125 

ccc gee gta tec cag gtq gec gqg gec ccc tec cag tgc cag get gqc 432 
Pro Ala val Ser Gin val Ala Gly Ala Pro Ser Gin Cys Gin Ala Gly 
130 135 140 

ace cct cag cag cag gtq cca gtc act ccc caa gee ccg tgc cag cct 480 
Thr Pro Gin Gin Gin val Pro Val Thr Pro Gin Ala Pro Cys Gin Pro 
145 150 155 160 

cac cag cca 489 
His Gin Pro 



<210> 31 

<211> 31 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Ser Arg Glu Arg Gly Gly Ser Val Pro Ser Leu Leu Gin Gly Gin Cys 
15 10 15 

Pro Ser Leu Ser His Thr ser Asp Leu Gin Ser Asn Arg Pro Phe 
20 25 30 



<210> 32 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 32 



His Ala Lys Glu Asn Leu Gly val Pro Gly Gly Pro Gin ser Ser His 
15 10 15 
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Cys Thr cys Gly Thr His Ser Glu 
20 

<210> 33 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Pro Ser val ser Arg Gly Asn Cys Thr Gin lie Tyr Thr Asp Trp Ala 
15 10 15 

Asn His Tyr Leu Ala Lys Ser Gly His Lys Arg Leu lie Lys Asp Leu 
20 25 30 

Gin Gin Asp val Thr Asp Gly Val Leu Leu Ala Gin lie lie Gin val 
35 40 45 

val Ala Asn Glu Lys lie Glu Asp lie Asn Gly Cys Pro Lys Asn Arg 
50 55 60 

ser Gin Met lie Glu Asn lie Asp Ala Cys Leu Asn Phe Leu Ala Ala 
65 70 75 80 

Lys Gly lie Asn lie Gin Gly Leu Ser Ala Glu Glu lie Arg Asn Gly 
85 90 95 

Asn Leu Lys Ala lie Leu Gly Leu Phe Phe Ser Leu Ser Arg Tyr Lys 
100 105 110 

Gin Gin Gin Gin Gin Pro Gin Lys Gin His Leu Ser Ser Pro Leu Pro 
115 120 125 

Pro Ala val ser Gin val Ala Gly Ala Pro Ser Gin Cys Gin Ala Gly 
130 135 140 

Thr Pro Gin Gin Gin val Pro Val Thr Pro Gin Ala Pro Cys Gin Pro 
145 150 155 160 

His Gin Pro 



<210> 34 

<211> 479 

<212> DNA 

<213> Mouse 



<220> 

<221> CDS 
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<222> (3).. (476) 
<223> 

<400> 34 

at gag aag age cga aca atg agt egg tea ggc tec ttc egg gat ggg 47 

Glu Lys Ser Arg Thr Met Ser Arg Ser Gly Ser Phe Arg Asp Gly 
15 10 15 

ttt gag gaa gtt cat gqa tec tec ctg tec ttg gtt tec age aca tec 95 
Phe Glu Glu val His Gly Ser Ser Leu ser Leu Val Ser ser Thr Ser 
20 25 30 

tec ate tac tec acg cca gaa gaa aaa tgc cag tea gag att cga aag 143 
Ser lie Tyr ser Thr Pro Glu Glu Lys Cys Gin ser Glu lie Arg Lys 
35 40 45 

ctg agg cga gaa ctg gat gee tec cag gaa aag gtq tct gcg ctg act 191 
Leu Arg Arg Glu Leu Asp Ala Ser Gin Glu Lys val Ser Ala Leu Thr 
50 55 60 

ace cag ctg act gca aat get cac ctt gtq gca gee ttc gag cag agt 239 
Thr Gin Leu Thr Ala Asn Ala His Leu Val Ala Ala Phe Glu Gin Ser 
65 70 75 

ctg gqa aac atg acc ate agg eta cag agt tta act atg ace get gag 287 
Leu Gly Asn Met Thr lie Arg Leu Gin Ser Leu Thr Met Thr Ala Glu 
80 85 90 95 

cag aag gat tea gaa ctg aac gag tta aga aaa acc ate gag ctg ctg 335 
Gin Lys Asp ser Glu Leu Asn Glu Leu Arg Lys Thr lie Glu Leu Leu 
100 105 110 

aag aaa cag aat gca get gee cag get gee att aat gqa gtq att aac 383 
Lys Lys Gin Asn Ala Ala Ala Gin Ala Ala lie Asn Gly Val lie Asn 
115 120 125 

acg cca gag etc aac tgc aaa gqa aat ggc agt gee agg eta cag acc 431 
Thr Pro Glu Leu Asn Cys Lys Gly Asn Gly Ser Ala Arg Leu Gin Thr 
130 135 140 

tac gca tec gca gca aca etc etc cga cag tgt etc cag tat caa tag 479 
Tyr Ala Ser Ala Ala Thr Leu Leu Arg Gin Cys Leu Gin Tyr Gin 
145 150 155 

<210> 35 

<211> 22 

<212> DNA 

<213> Mouse 

<220> 

<221> CDS 

<222> (1)..(21) 
<223> 

<400> 35 

cgc cac cag cca etc aag tgt g 22 
Arg His Gin Pro Leu Lys Cys 
1 5 



<210> 36 
<211> 158 
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<212> prt 
<213> Mouse 

<400> 36 

Glu Lys Ser Arg Thr Met ser Arg Ser Gly ser Phe Arg Asp Gly Phe 
15 10 15 

Glu Glu Val His Gly Ser Ser Leu Ser Leu val ser Ser Thr Ser Ser 
20 25 30 

lie Tyr Ser Thr Pro Glu Glu Lys Cys Gin ser Glu lie Arg Lys Leu 
35 40 45 



Arg Arg Glu Leu Asp Ala Ser Gin Glu Lys val Ser Ala Leu Thr Thr 
50 55 60 

Gin Leu Thr Ala Asn Ala His Leu Val Ala Ala Phe Glu Gin Ser Leu 

65 70 75 80 

Gly Asn Met Thr lie Arg Leu Gin Ser Leu Thr Met Thr Ala Glu Gin 
85 90 95 



Lys Asp Ser Glu Leu Asn Glu Leu Arg Lys Thr lie Glu Leu Leu Lys 

100 105 110 

Lys Gin Asn Ala Ala Ala Gin Ala Ala lie Asn Gly Val lie Asn Thr 

115 120 125 



Pro Glu Leu Asn cys Lys Gly Asn Gly Ser Ala Arg Leu Gin Thr Tyr 

130 135 140 

Ala ser Ala Ala Thr Leu Leu Arg Gin cys Leu Gin Tyr Gin 

145 150 155 



<210> 37 

<211> 7 

<212> PRT 

<213> Mouse 

<400> 37 

Arg His Gin Pro Leu Lys Cys 
1 5 



<210> 38 

<211> 19 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Peptide for production of AK 
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<400> 38 

Glu Lys Gly Glu Asp Pro Glu Thr Arg Arg Met Arg Thr Val Lys Asn 
15 10 15 



lie Ala Asp 



<210> 39 

<211> 81369 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (109).. (109) 

<223> n = a, g, t, or c 



<220> 

<221> mi sc_f eature 

<222> (6825). .(6825) 

<223> n = a, g f t, or c 



<220> 

<221> mi sc_f eature 

<222> (6842). .(6842) 

<223> n = a, g, t f or c 



<220> 

<221> mi sc_f eature 

<222> (6863). .(6863) 

<223> n = a, g, t, or c 



<220> 

<221> mi sc_f eature 

<222> (80984) . . (80984) 

<223> n = a, g, t, or c 



<220> 

<221> mi sc_f eature 

<222> (81012) .. (81012) 

<223> n = a, g, t, or c 



<400> 39 

gatcagactt tgaagagtgt ttgtaccatg ctaaagttta cagaatttat tcctgctctt 60 

tgagggtgca ttgcaaatcc aggctagagg gagagatacc agttaggana gtacagcaat 120 

actctactgg gaaatggtga ggtgtttcgt gaagacaatg gcaacacaga tgaagacatg 180 

cagatggagg aaataaagat ccagttgagc ttgttggcca gttggataga ggttgaggtt 240 

atgcatgatg gagcaatcta ggtttttgtc ttgggtaggt gtttccatga tagtactcag 300 
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aatgaatcat 


atagttgtac 


aggttgaatc 


ccacccatgt 


ttgcacaata gagtgactgt 


360 


ctagctgaaa 


tccagatgac 


actctgtatg 


ctaagctatg 


cttcatggaa ctgtataaag 


420 


gcacttgcta 


cataggctag 


tggcagatct 


ggaagtaacc 


tatatggtat ataggaaatg 


480 


aggtggcttt 


tgtataaatc 


ctacagataa 


atttcatttc 


ctgatcctat tattttgact 


540 


catgttagcc 


caagaagagt 


attcagtact 


tcatatccct 


gaaggtaaga cagagtagta 


600 


ttagattcac 


tatttggcaa 


ataaaaggga 


tcaagtccta 


agatcaagct gatgaatcaa 


660 


cacctcatag 


gatatgtccc 


aaccaattat 


atggcttccc 


ctataaataa aatctagttc 


720 


tcttctctgg 


agaggaacag 


tgaagaatat 


cataacctat 


gctacaaact gcttgagtag 


780 


gagctacttc 


tctccaaggc 


tttatatcat 


tcattctggc 


aggcccctct gtttgttctc 


840 


accagctcct 


gggaaattta 


tttctcctct 


agtgatataa 


aagctctctg tttgagatga 


900 


agggctgccc 


agtttatcag 


atctgtatta 


gtctgttctc 


aggctgctaa taaagacata 


960 


cctgagactg 


agtaatttat 


gaaggaaaga 


ggtttaattg 


actcacagtt ccacatggct 


1020 


ggggaggcct 


cacaatcatg 


gcgaaagact 


aataaggagc 


aaagtcacat cttacatggc 


1080 


tgcagacaag 


agagcatgtg 


caggggaact 


gctctccata 


aaaccatcag atcttgtgag 


1140 


acttgttcac 


tattacaaga 


acaacagaca 


ggaaaacccg 


ccccctcaat tcaattacct 


1200 


gccactggga 


ccctcccaca 


acacatgggg 


attatgagag 


ctacaattca agatgagatt 


1260 


tgggtgggga 


taccgccaaa 


ccatatgaag 


ttctttcttt 


gttactgggt accatatcca 


1320 


ttctgttgag 


gttctgagcc 


tttccagtta 


ctgtaactcc 


tctatctcct gtctgtgcta 


1380 


agactcagtg 


acctctctct 


gccttgcttc 


tgctttgtcc 


tgaccctttc tgtgcatgca 


1440 


ctcactctag 


tttgcccacc 


tgaggtgaga 


gatggtccag 


attagcaaca acaatctgtg 


1500 


gactaaaatc 


ctctttaggg 


aggaagcaaa 


attcagatgg 


atgttactaa acaaagctca 


1560 


gaaacagaga 


ccagggtgtg 


ggaagtaagg 


tagtagcctg 


agagcagctg gcagtgtttt 


1620 


agacctggag 


ggaggttagg 


tcatcagcaa 


tgaggagact 


gcctggaaaa tcctagaaaa 


1680 


ttaagacatc 


tggtcaggca 


aggtcatatc 


accagcacac 


ttcccttttc aagttgaatc 


1740 


cctttcctct 


gttaagagga 


ttcaagtgtc 


tttcttgcat 


tttgtcttct cttctatatc 


1800 


catgcttgca 


atataaggag 


acagcagttg 


gctgtttgtg 


ctagaaaata taaatggcca 


1860 


ttttgaaagc 


atgccagaca 


ggatctgcgg 


caagttttca 


atgttactgc tgccatctgt 


1920 


tgttcttcag 


tgctgggatg 


tgaatctctt 


ggcaaacatc 


tctctaattc tgaactatct 


1980 


ttcaccccca 


tctagagata 


ttcacttact 


gaagtgcctt 


tttaaagcaa tgttcctcac 


2040 


caaggcgatg 


ttctgaatgt 


tttaaaatgg 


aagaatctgg 


aatgttttta ttataataca 


2100 


ttttgtatat 


cccaaagcaa 


aaatcaattt 


cttcatggtt 


aatacttttg taattttgtt 


2160 


tttaataata 


ttttcctttt 


aaatataaga 


aatattttat 


tgaattaata ctttaatgta 


2220 
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gctgtttcaa 


gtaagataaa 


acagaacaga 


ttactgtttt 


caaccttgtt 


cacagttagc 


2280 


tctgtaacta 


agttgttgag 


ctttatctaa 


gcttttttat 


ttttacataa 


cgtttccctt 


2340 


ttcacttaac 


cttgaaatta 


tagtaatttg 


ggaacttcta 


ttcctctgaa 


agagaaagct 


~\ A C\f\ 

2400 


aatgccaaag 


atatttcaag 


ggagaaagaa 


ggtttttaaa 


aggagagaca 


attcagctca 


2450 


gacttaatag 


ctgtgattgc 


tatttattaa 


gcagaacgcc 


tataactaaa 


ttctcagata 


2520 


tccaaaaaac 


agcctgtaca 


ttctcaaaag 


tgaagattac 


acattttcta 


agttaaggta 


Tf OA 

2580 


aaagttttgt 


ctctgtagca 


tcttactgat 


ttctatcttc 


tcattctgcc 


ttaataatgt 


2640 


cactaaataa 


atgtttgatg 


cactaataca 


tgaataaaac 


tattcatggt 


aatgattctt 


~> "7 Art 

2700 


tagaaacaca 


gctaagtttt 


gtaattttgt 


^ -*W -4- -4—. mamma 

tttttaaaaa 


ttaaaaattt 


aaatataaaa 


27b0 


atgtttttaa 


aaggcttgaa 


tttcttgtta 


aatgtacaca 


ttttaagttg 


taggctgtct 


2820 


ttaaaaataa 


tctctccaca 


cactgtagta 


tttaaaacat 


catgatatta 


ctataaaaca 


2880 


tcaacaaata 


gggcagtgga 


aaacatggta 


atcactaaaa 


atgctcacat 


gtcatatatt 


2940 


aagacttgat 


aagtaaacca 


caataataaa 


tagaaaagaa 


atagttgtct 


aaaaagggat 


-) AAA 

3000 


tctcaccttt 


caaaccttac 


cataaaaatg 


gaatataaaa 


gaaggaagag 


gaggagaaat 


3060 


^ «^ a a j «^ _a_ — .a_ 

caaattatat 


cataaaattt 


tctgggcaaa 


aatattacag 


aagaaaataa 


gaaagattta 


3120 


tggagttgac 


tgaaacattt 


ttgaatccta 


tacataaaaa 


tatcgttaat 


taaaaggaaa 


ti on 

3180 


aacaaagaaa 


cagatttggg 


aaatatttga 


aactggtttt 


tttttagcat 


ttaaaaatgt 


"> "4 A A 

3240 


aatacaaatg 


gattatttaa 


actccattgc 


aaaaatacac 


aaaggacatt 


gacaatgtct 


3300 


ggaaataaaa 


ttagctaagt 


aagttataga 


aaaactcagt 


ctcacaattt 


gacaaatgta 


3360 


actgaaaact 


attaatataa 


ttagtaacta 


tttttacatg 


tcaaaatttt 


tgaattacta 


3420 


aaggaaacca 


caatgcctga 


aagtatccag 


M M -A— I A .A— A A_ 

ggtttttttt 


tttttttata 


atattggcac 


"1 A O A 

3480 


tgtcatatgg 


gtggcaggaa 


ttgaagtgat 


gttgtttctt 


cagttattaa gttgcatctg 


"> r a a 

3540 


cagtgtttca 


aatgtccaaa 


acctgtgagt 


cagtaattct 


ctttttgtat 


atttatccta 


t /~ r\r\ 

3600 


atacaataat 


tctaaacata 


atctcaatat 


atatgtacaa 


agttattcac 


tgcagtgtta 


3660 


cttacaatag 


ttagaaaatt 


gtaaaatgct 


ttatgcatct 


taaaatataa attgttgaat 


3720 


atataatagt 


ccatatgata 


taat tatatc 


attattataa 


ataatgaatt 


agaaaataat 


D ^ O A 


ttaagagcat 


taaaataatt 


ataaggtaat 


atgaagtgaa 


tgaataatgt 


acagatacta 


3840 


taatcagcag 


agtgttaact 


aggtaaattt 


ttatgtgtgt 


atatactact 


tcctaaaaat 


3900 


gacttgacag 


aaatcatcaa 


aatgctaatg 


gtggttactt 


ctgggtggga atacagatga 


3960 


tttactttgt 


tccttttatg 


tatttctgca 


ctgcccagtc 


ttccacagtg 


agcatatatt 


4020 


ggtttttaaa 


tttatataag 


atggaaaaag 


ataccaaatg 


gtcttcaatg 


aatcctggag 


4080 
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ttaactttca 


tgtgtgtcat 


atgttatatt 


ctaaacttat 


cacaaataga 


agactttaaa 


4140 


tcaacttgta 


cctatttcaa 


ctatataaca 


gcatctttaa 


aatgagcatt 


gaattaaact 


4200 


accaaaacca 


accatcatga 


ggattattca 


agtaatgtgt 


ttaaacaaaa 


gaatttgtaa 


4260 


taaaattact 


ttatctcctt 


tgtgatttca 


gcccatttaa 


aaaaaataga tgtttctact 


4320 


ctccttcaga 


tatcattaaa 


acataaactt 


gtgcctgact 


gcataaatcc 


cttttaaact 


4380 


aatatcactt 


attacgttta 


actaagtcta 


cctagggctt 


ccttgtataa agaacaagag 


4440 


ctttccattt 


tttgtttacc 


tagccctttc 


tgatgccacg 


acagaatagc 


tgtaaatctt 


4500 


cattatttat 


attctagaga 


aaataaaagc 


aaataaaaag 


gtcagtgtat 


aaagtttatt 


4560 


ggttgttctc 


tttactcaaa 


acccacatgg 


tattaatgtt 


agtctctatg 


aatatttcat 


4620 


ggataaaatc 


agagcattaa 


gtgcatacta 


aaaacaataa 


gaatggaaag 


actttaacct 


4680 


tatgtttata 


tgaatttcta 


ggttatcaag 


aagtttatag 


gctataggct 


ataaagtctt 


4740 


aggctatgat 


atagtaacct 


aatgtagact 


tcccttgata 


catgaaaata 


atggtactaa 


4800 


gtacaaacag 


aagatgagct 


taaaattatt 


ctttgagtcc 


tcttgatgga 


ttttttcccc 


4860 


cacactttcc 


ccaaaattgt 


tttatgccta 


tattgtagga 


gaccatgcaa gagacctaga 


4920 


gtctcttttt 


ctttcatcac 


tttccaatca 


acagcaaatc 


ctatcatttt 


taccacaaaa 


4980 


tatatcttga 


aactcccttc 


ttttgattta 


cttgtaactc 


cccatcaaaa 


actgaagagt 


5040 


gtcacaatac 


ttcattaagt 


tccctacttg 


cactctacct 


ttaatatatt 


tgtagcacta 


5100 


aaatgttttt 


aaaacatata 


tctgcttatg 


tcattttact 


gctcaatact 


atctgatttt 


5160 


ctattgcact 


tctaagatac 


tctaatttct 


tagcactcta 


tataaaatcc 


tttaagggct 


5220 


tccctgctca 


ccttttcaga 


ctcagaacta 


tgtatttcct 


tttgcctgct 


gtacttgtac 


5280 


cactggattc 


ttgatttttg 


ttacttccag 


gtttttacac 


ttatttttac 


aataaatgtg 


5340 


aaataccctt 


tttgacaata 


tctacaaata 


tttcttattt 


gtctttattg 


ctctttcctg 


5400 


taatgtttag 


tcttcatttt 


cctgataatg 


gctatctaaa 


gttatctcct 


caaagaagca 


5460 


gttatttatt 


cacccaaatc 


ttctagtcct 


tctctggagt 


tttcttctca 


cttcattccc 


5520 


ttggtttttg 


ccacaatttg 


taataatttg 


caatttggag 


tgttagaatg agggaataaa 


5580 


tcacaggtaa 


tgactatagt 


ttgtgactat 


gtaagattgg 


attcgttatt 


gatttattcc 


5640 


acaaacactg 


aggcactgca 


tttagccaaa 


tgccaatctt 


gggcagtgag actctgaaag 


5700 


agaatctgct 


tcccccacca 


taaactacaa 


agtgaaacaa 


ctcagaatgt 


acataaatta 


5760 


cagaatgaaa 


gcacactaga 


agtaaacaca 


gatgtggaag 


aggtaaagtg 


tccttgaaaa 


5820 


tcatggaaag 


attcataaag 


ggaatgacat 


ttcaactgga 


ttctaaacca gttattcaag 


5880 


ctccacaagg 


ttgcacagta 


aatgagcagt 


ggcaggatga 


cataccttag 


aaagtaaaag 


5940 


gaatcttttt 


taaactgcta 


taaaaatcat 


tacatataca 


ttttgtaggt 


cgagagtaag 


6000 
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y LCI L L LudLd 


faa^atrp 1-1" 

Ldddd LLaL L 


ttantatatr 
L Lay Ld Ld LL 


dy Ly L L Ld La 


LdydCLLdgg ILL LlCICdL 


DUbU 


L LadadLL LL 


L L L Ldd Ly dL 


L Ly Ly L L L L L 


LLLLdLgy Ld 


diddddLdLL LLCccaggaa 




y L y L Ly dd Ld 


aatrtttrtt 
ad LLLLLLLL 


n a a q "t~ /~ /i "t~ "t" 
ydad LdLy L L 


ti-attnri-tt 
Ltd L lQCL LL 


CLaicaatga ccctgaagta 


OA 


Cl L dLdy dd L L 


LaLaL L LL-dy 


rnnttnraat 
Lyy L Ly Ldd L 


y L LLdddL L L 


ydCdygLdaL gcdCtgLgLL 




L^L L y d Ld LCI 


dydyy La Lyd 


tntannnrta 
Ly Ldyy y l Ld 


dy Lyy l l l eg 


LgcLcaLLLd gcLLLcagga 


conn 


y daaa Laa l l 


yaL L LddLd L 


tttnatarta 
L L Ly d LdL Ld 


aaarrraaan 
dddLLLdddLJ 


CCLdclCdgLL ddLLCLLggL 


D3DU 


Cl L L L Lddd L L 


attattnraa 
d L Ld L LLJLaa 


anattattnt 
dyd L Ld L Ly L 


y LLy dd Ldd L 


dLgdaaaxaL l l ca La xaa c 




a l l Ldddddy 


Ld Ld L L LL L L 


LLL Lyy Ld L L 


attta aatta 
dLL Lddd LLd 


CCdLaddddL gLgCyddddd 




y l La Lav_ l y a 


ad Ly Lyd Ldy 


natrttttaa 
y d LL L L L Ldd 


dag xyg Lgcc 


L LCjd LL l eg L LddgLgLLaC 




v. Lay l l l lll 


■f"/"1-naaaa./-a 
LL LyddddLd 


anaaaratar 
dydddLd LdL 


/~ /" a /i a a n*t- *t- +• 
LLdtJady LLL 


LCdCydddLg gLCLCdLgda 


DDUU 


l a l l l a ay y l 


Ldy LL.L.y Ldy 


LL LLd L L Lyd 


n a r a a rtn a ^ o 

ydLddyyddd 


/~i g— r f + r f~ *s /~ 4- +■ e\ -s c\ r t~ +■ 
y LLLLLLLLd CLdLgdgCCL 


C^CA 

DDDU 


y Laadd llcil 


aayLaayL Ld 


y L LdL L LLLL 


anataraa^n 
dyd LdLdd LLJ 


gydgLdcugg LaLLgggLaa 


D/ 


uLuLa^L L y L 


l LLaaa Lyyy 


dydddL LyyL 


raaaattaat 
Ldddd L Ldd L 


yggLLdCdgg gcaLgcddLL 


D/OU 


LLLjaaa LLLa 


ll Lyyy Ldy l 


raaattritaa 
Lddd LLy Ldd 


ddLLL Ldddd 


xgciLriLLLLL LgdCLCcaLg 


Do4U 


LI 1 LLaLa LLL 


dy y dLd Ly l l 


/*ian/"ir*aanan 
ydnyLddydy 


d Ldyy L LLLL 


dLddLCLLLg gCdgCLLLgC 


CAAA 

oyuu 


lll Ly LyyL l 


l LyLdyyy La 


LdLLdLCCCL 


LLLdgC LgC L 


LLcacaggcL ggcaLLgagt 


oyou 


y ll, Lyy l l 


L LLLLdyydd 


Lddyy Ly Ldd 


gctgL xggiig 


garcuaccaL LCLggggcLL 


7A*)A 


yydyydLydL 


yyLLL LL L LL 


LLd Ldy L LLL 


dL Ldy ycLg L 


gcLCCdgrag agacLcrgLg 


7f|QA 

/UoU 


nnnnrtrtna 

y y y y ll Lya 


rrrranattt 
LLLLdydL L L 


LLLLCLLyCd 


L Ly LLC Ldy C 


dgagaLLCLL caLgagggcc 


/ ±H\J 


y LyLLLL LyL 


anaaaa/~"t~/~"t- 
ay aadal LL L 


l lll uggy La 


l ccaggcd l l 


xccaracaLC LgaaaLCtag 


/ ZUU 


y L yy«yy l ll 


f*f*aaa/~/~1-/~n 
LLdddLL LCg 


attrttaatt 
d L LL L Ldd L L 


ll eg cgcdcc 


LgcdggcLLL CLaccacgLg 


7TCA 


y aay l. LyLLa 


ayy l l Lgggg 


CLLyLdCCCL 


ctgaaaccac 


aggctgagct ataccttggc 


71TA 

/ JZU 


LLLLLL Lay L. 


aa1~fifif"t~firia 

da LyyLtyyd 


/-I +- /~1 "3 f~ "t~ /"I /I /~1 "3 

g cgac tggga 


cacagggcac 


caagtctcta ggctgcacac 


7TOA 

/ o5U 


dyLdLyyyv.d 


ccc xgggccc 


dg LLLL Lddd 


atcatttttt 


cctcctaggc ttctggatca 


1 A AC\ 

/ 44U 


y Lyddyyy Ly 


nnnrtnrrat 
yyy l Ly LLd l 


y ddy dLL LdL 


gacatgccct 


ggagacattt tccccattgt 


7 enn 


cttggggatt 


aacactggct 


ccttgttact 


tatgeagatt 


tctgcagcca gctgaatttc 


7560 


tcctcaaaaa 


atgggttttt 


cttttctact 


gcattgtcag getgeaaatt ttctgaactt 


7620 


ttatgctgtt 


tcccttttaa 


aatgcgatgc 


tctaacaaca 


cccgtcacct ettgaatget 


7680 


ttgctgctta 


gaaatttctt 


ctgtcagata 


ccctaaatca 


tctctctcaa gttcagagtt 


7740 


ccacaaatct 


ctagggcagg 


ggcaaaatgc 


caccagtctc tttgctaaaa cataacaaga 


7800 


gtcgcctttg 


ctccagttct 


cagcaagttc 


ctcatctcca 


tccgagacaa cctcagcctg 


7860 
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gtccttattg 


xtxaxaxcac 


Corrected Sequence Listing2.ST25 
tataaaaatt tttgtcaaag ccattcaaca agtctctact 




ccaaactttc 


^- > « y , 4- 4- 4- 4- 

ccacaxxttc 


ctgtcttctt 


ctgagccctc 


caaattgttc 


cagcctctgc 


7QOA 

/you 


ctgatacaca 


gtcccaaagt 


tacttccaca 


tttttggata 


tcttttcagc 


aatgccccgc 


QClA A 

oU4U 


tctactggta 


ccaacttact 


ttgttagtcc 


gttttcacac 


tgttgataaa 


gacataccca 




agactggaaa 


gaaaaaaagg 


tttaattgga 


cttacagttc 


cacatggcta 


gggaggcttc 


0I0U 


acaatcatgg 


caggaggcaa 


aaggcatttc 


ttacatgatg 


gcagcaagag 


aaaatgagga 




agatgcaaac 


gcagaaatcc 


ctgataaaac 


catcggacct 


tgtaagactt 


attcactacc 


0Z0U 


ac taggacag 


•4- /"1 /~i /*-■ -4— m -4— 

xaxgggxgax 


accaccccca 


tgattcaaat 


gatctccaac 


caggtgcctc 


034U 


ccacaacaca 


■4— j** y»«f ^* *^ -4 — 4- — » -4- 

tgggaattat 


gggaatacaa 


ttcaagatga 


gatttgggta 


gggacacaga 


B4UU 


gccaaactat 


atcacatgga 


tttcttatac 


ttttgctttt 


aataacacaa 


acaaaaaaat 


o4bU 


acatcattaa 


aaggttagaa 


gtgagaaggt 


gtttttatgg 


aaatcaaaaa 


taatatcacc 




ttagtgaaca 


gtat tcttat 


gattgtagtt 


gaattagaga 


gcagaataca 


tctagaagat 


0 c on 


tcagtagtaa 


,~,,~-.4-,-,4_4_4__4_ 

gcatgtttct 


tcgattaatg 


gaaaatttga 


atagcctagc 


tgattgagat 


0 a a a 


tgaggttact 


attaaatgcc 


tgaagtataa 


gagttggttg 


tttatgtaaa 


caaaatatct 


o/UU 


gut x tacaxg 


xacaxgxgxa 


agtaggactg 


ttgagcccca 


gtaacatgaa atatcaaaga 


iS/OU 


gcatgactcg 


aatacctgcc 


atatgaagtg 


ctattacatc 


aaaaaagagg 


cgtgtgctga 


OOlKJ 


aaaattacct 


acaaatggca 


ttttcctcaa 


atcaatttta 


aatcttcaga atttcatttt 


O OO A 

000O 


aataattgt t 


4- — 4- 4- — . 4- 4- 

xagxtaatat 


ttcagaatcc 


ctcatcataa 


aaagcaggca 


aaaggcaaaa 


O CkA A 


gxccxxgaax 


gxaxaacaca 


tttgttttca 


aacaagcctg 


cctctaactg 


tgaatccagg 


QAAA 

yuuu 


agxgaaxcca 


gaac xacaaa 


ttaactaaga 


ttggccccat 


cgagttactg 


aacgttaaaa 


O ACA 

yubu 


arc taaaaac 


taaaaggcat 


gcctcaacaa 


ttattttctt 


cttggaatca 


ttaattaacc 


Ol OA 

yi^u 


taxgxgxaxc 


caaacaaxaa 


tcttccagca 


gtttcgctag 


ctacattttt 


aattacttaa 


A*l QA 


xaxcaxgxaa 


aaxxxgxxxt 


attattgttc 


agttctgaat 


tttgacatat 


gcatcaagcc 


AO/1 A 

yz4U 


atgcaactgc 


taccacagtc 


ttcctgatca 


ctgatctgtt 


ctaaatctct 


atagcatttt 


A O A A 


4- 4_ 4_ 4_ _ 4_ 4_ 

tccttttctt 


aaatgttgca 


taaataaaac 


cataccttat 


gtggcctttt 


gaatctggca 


9350 


.4- _ 4_ 4- 4- _ a +. +- 

tctxxaactt 


aatgcgcttg 


aaattaatct 


atgtcatttc 


atgtatcaat ggctcaatct 


A A OA 


4- 4- 4- -s •)4-4-/if 

xtxxaax xgx 


xaagaaaaaa 


tgtatgctgg 


gataaatatc 


tttctaaatg 


agtttttgtt 


QA Q A 

y4oo 


cacaatgctg 


agtgtttgtt 


taggatagag 


tcctagaaat 


ggtatcacta ggtcaaacat 


9540 


tcaaataatt 


ttaaaatatt 


tgatacatat 


tgccaaataa 


tctcaaattt 


tttaccaata 


9600 


tacatttatg 


acagtatggg 


ataaatgtgt 


ctttcttata 


ccaactgaca acattaatga 


9660 


taatacataa 


aatattcttt 


gctaatttga 


tgggacagaa 


atgttatatc 


cttattagca 


9720 


ttttattatt 


gtggttgaat 


gactgtactg 


tacagccaga gatatttggt 
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tcaaaatcca 


9780 
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1~/--t-"t-r , a1--t-a-t- 
LCLLLdLLdL 


ttarfntatn 
L LdL Lg Ld Lg 


Ly dddd X X Ld 


ggxgagcxax 


xxaaxcxcxt gaxgccxxag 


no A A 


LCXLLXdd LL 


id Ldddy xgg 


n/*ia"ha -3 -f- -f- -f- 

ggaxaaxxgx 


dCCddLLdLd 


LLaggtrcct gxgagaaxxa 


yyuo 


dC Lyda L LaL 


•f- +- /1 *a a a a +■ 
Ld Ldgdddd L 


/"i^* + + - a/iaa+-/'i 
gL X Ldydd i_g 


g Ld LC Ldg LC 


accaggaagg acLCLCtctg 


yybu 


1- a +* 1- a rt- 1- n t- 
LdL LdL L Ly L 


L Ld L Ld Li_ Ld 


dLdLy L L Ldd 


ttattaatna 

l Ld l Lad rga 


agcLcagLLL cgLLaLacgc 




l Ly yy d Ld l l 


tnaaartttt 
LLJdddL L L L L 


L X Ldy T_ydd X 


XXXLCddXdd 


dd LLaLLtgi LLdLL LL LCt 


lUUoU 


d LggdCddg L 


Lgg Ld L Ld L L 


c xxac xggx x 


tg tttcaggt 


tcagttagta agaattttaa 


1 A1 /IA 

10140 


yydLLLLL-Ld 


LLdLdLLLLd 


n *~ a a a /~ "t~ "t - "t - 

y LdddL L L L L 


LLLgCdLLLL 


at cl lll llc Lttcagataa 


10^00 


Ly L L Ly Lddd 


a+ri^aaaaaa 
dLy Ldddddd 


aa^~aaaa*"tn'f~ 
ddLddddgg L 


LLLLLLdLLd 


agLLggLacc LLLatctLtt 


IU^idO 


L Ld L LyL L L L 


yLydLLLydd 


ddXXCXXgXC 


c xgagaacca 


aaaraLaTat Ltgatgaaat 


103^0 


a n1-1-r1-r1-1-r 
dy LLLLLLLL 


ttttartrat 
LLL LdLLLdL 


XL Lyddy LLd 


x xggaa x xga 


aLLiggcara LgaLataaat 


lOioO 


LL Lad L L l_ LCI 


1 - ;i 1" 1" 1 - 1 - a 1 - n a 

LdL L L Ld Lyd 


tattcaaaat 


ttctaacaaa 


CdLLLdLLLd dLddLLLddL 


1 C\AAC\ 


rranntttrt 
LLayy l L L L L 


dLLLJLLLLLL 


ctgtttcctt 


tataatgctt 


ll LL Lgaag l ca l l l llccl 


IUdOU 


ayaL L Ldctd L 


dL Ldy LdLdd 


tattatcata 


gaggaaaaaa 


LdLc Lg l Lag CLdLgaaLaa 


IUDdO 


aannrttf ra 
ddyyL l l Ltd 


1 - r 1 - 1 - a 1 - 1 - n 1 - f 
LL L Ld L Ly L L 


gcattaatat 


atttaaatgt 


agagagcara cagaLxagca 


±Ud<:0 


aanaaaaanl" 
ddydddddy L 


dLddLLLjLLL 


ttttttatag 


ttgacatgaa 


caLgrataaa gaaaaaccaa 


lOboO 


aaaaa+**~aa't~ 
ddddd Lv_dd L 


a a a a /~ a a ^**^ a 
ddddLddL Ld 


gaacttatta gtgaatttag 


caagatcaLa gcatacaaag 


10/ 40 


rraanattra 
LLdatja L LLd 


aa attrraft" 
ddd L LLLdLL 


ttatttatct 


actaacaaaa 


aaxaLLLgaa atLLgaaaaL 


1 ncnn 
1UC500 


ttaaatatnr 
L LdddLd Ly L, 


Ld L L LdLdd L 


aacatcaaaa 


tattgaacaa 


idddgidLLL aggaaLLcaL 


lOobO 


dddd Ly ddd L 


rtrrtatarr 
L LLL. Ld LdLL 


aggaattaca 


gaccattgct 


gaaaxaaaxg aaagaagacc 


ioyzu 


aa-t-a-t-ai-ri*t~n 
dd Ld Ld Ly Ly 


aanana1~a/~i- 
ddy dyd LdL L 


catttgtgga 


ttgagagaca 


-\ 4- 1 +■ -f- /*i -♦- -4- —1 ^ —1 /"i ^ -4- y" ^ n -4- ^ 

axaxxgxxaa agxaxcagxa 


1 noon 

loyso 


tttrrraaat 
L LLLLLdddL 


+* a a "t~ f a a^a/i 
Ldd L Ldd Ldy 


attcaatata 


atggtgaaca 


/«i -4- /-• -4- -4- r— -4- n 

gaacaccaga agaxgxxcxg 


11040 


LLyddyL Lyd 


LddgL Ld L L L 


ctataattca 


aatggaaatg 


caaaaggcag xcacxgccaa 


11100 


LdLLdyLdLy 


ydLLyxLxgg 


gttccagtag 


gttacttcac 


xacxgccxcx xcxgicagcc 


111 CA 

iiibo 


aLa LLaLyaL 


dgL x.y LLLdg 


aagccagaga 


aactcctcac 


accxggccca cxgcxgcagc 


1 1 ~> *>n 
llz:<_0 


Lai_i_ciyv_ci Ll_ 


LdyyLddyLL 


accatcagcc 


cactggtaac 


xgccadcagd ggxaccacxg 


1 1 *> en 


tacactaccc 


tggggaacaa 


agataggcat 


gtagtcagcc 


cacctctgcc accactaggg 


11340 


cctgaagcct 


ggcccacctg 


acactgcagt 


cctcagcaca 


gcttcatcac agcttctgtt 


11400 


aataaccaca 


ccctaaccta 


ccaaggaaat 


cacaaatgtc 


actgacactg tttgtagcca 


11460 


aagaaatcat 


agagagacta 


cattactgca 


cacacccata 


atcaaagcca cagtacccta 


11520 


tccagacaac 


atcacaggta 


tatctaaagg 


aaaaaatttt 


cccatatgaa agcgaattca 


11580 


aatataggaa 


gaagcgactg 


ttacaacaga 


tatgcagata 


aagcttcaac aatatcctac 


11640 
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-» -f- -f- -j ~\ r~ /~ -\ ry 

d LLCddCCdg 


aa^iaaa/ , iaa+* 
ddydddy dd L 


Corrected Sequence Listing2.ST25 
ctcagaaggt aaagacaggt cttctgaaat aatctagtca 


1 1 7nn 


gdCddadLld 


dddydydd Ld 


atcaaatcct 


tcctgacatt 


tgggataaca ttaaagtgac 


1 1 7fin 


CaddLdLdCy 


dd L Ld Ldyd L 


acccctgaga 


gtgaaaagac 


aaagaaaaga ttagaaaacc 


llOtW 


LaLLLaaLLa 


aataatat*at 
dd Ldd Ld Ld L 


gaaaacttcc 


taagtctagc 


aagagtttta gatatttggg 


1 1 RRO 


a Lyv_.dyydyy 


rtraatnntr 
c n_dd Lyy ll 


cccaggccga 


taaaacgcaa 


aaaggtctta tacacagcac 


1 1 Q4n 


a L laLaa LCa 


na.f"+"n't"1" + *a I a. 
ydL. Ly L L Ldd 


agtcaaagat 


aaggaataaa 


ttctaaaaac agcaagagaa 


1 7000 


dy uy Ld Lyd l 


aarrtatnaa 
ddCCLdLydd 


gtaaacctta 


tcagactgac 


agcaaatttc tggcagaaac 


1 70fiO 


4-4"+- rann/ - / - 
LlLaLdygCC 


a/naaafiaa+*a 

dydddyddLd 


ggacaatata 


ttcaaagtgc 


ttaaagaaaa aaaaaactat 


1 71 70 


CdyCCLldda 


IdCtdLdgCC 


cacaaaatta 


tccttcataa 


atgaaggaga aataaaaggt 


171 RO 


L LCCCdyaCa 


CgddddiyCL 


gaggtagttt 


gttactacta 


gactggacct acaataaatg 


1 7740 


/~+T'aannnan 

c tcady y y dy 


y lc Lyy dddc 


tggtagtgaa 


aggacgacat 


ttatcatcat gaaaatacat 


i 7300 

_L£ j UU 


ydddy Ld Lad 


ddc lccc cyy 


taagcaacta 


aagggaggta 


tcaaatgtta ccaccagaga 


i ?3 fin 

j OU 


ddLCLddCLd 


a/"f~a/~aa+*na 
dCCdCddLyd 


caaacaataa 


gggaaaaaga 


aaggaacaaa aatatataag 


1 7470 


-5 /■"• --5 /— -3 "3 "!1 "t~ H 

dCddCdddld 


aafaa^*aa+*a 
ddCddCddLd 


taacaggaag 


cctcacatat 


cagtaatcac tttgaatgta 


1 74RO 


-5 ^ -f" /~| 'j "5 4~ 4- -5 /- 

ddLydd L LaC 


d. LCC LCCdCC 


taaacgttat 


gaaatgcctg 


aatgataaaa ctatatgatc 


1 7 <;40 


r*aaa+"a+ > a+Ti 
Cddd Ld Ld Ly 


r+Tia+^t ara a 
LigdLLdLdd 


gaaacttacc 


aggcagacat 


acataggctg aaagtaaaag 




ddLyy Ldddd 


nataff rrtt 
y d Ld L LCCLL 


gcaaatggaa 


agcaatagtg 


agcaggagta gctatactta 




a a +, +'ana+"/~a 
dd L LdydLCd 


taranarttt 
LdLdy dC L L L 


aagtcaaaaa 


gagtaaaata 


aaaaagacaa aggatgttat 


I 7770 

II / c-\J 


tatataatna 
Ld Ld Ldd Lyd 


tnanattaar 
Ly dy d LLddC 


ccagcaatgg 


gaaataacaa 


ctctaaatgt atatgcattc 


1 7780 


ddCdC Ldydy 


ddCLCdyd LC 


cacaaagcaa 


atattagacc 


taaagagaga aatagactgc 


1 7R40 


dd LdLdy Ldd 


Ldy Lyydy dd 


cttcaacact 


ccactttcag 


tattagacag ataatctagg 


1 7QOO 

izyuu 


Cdddddd LCd 


dCCdy Lddd L 


tttagattta 


aactagattt 


tagaccaaat ggacctaaca 


i 7Qfin 
j.z you 


ydCd L L LdLd 


aaa/~a*t~+*/~/~a 
dddCd L LCCd 


tccaaccact 


gcaaaatgaa 


atttgtgtca tcagcacatg 


1 3070 


dddCdd Ly lC 


Cddyd LdydC 


caccatatgt 


taggccacaa 


atcatgtctc agcaattttt 


1 30R0 


Lddddy L Lyd 


aatratatra 
ddLLdLd LCd 


catatcttct 


cagaccactg 


ttgaataatg ctagaaatca 


1 31 40 


t m a /*i a a 
d Ly LCddydd 


Lddcy l Lyyd 


aactatacaa 


atacatgcag 


attaaacaac atgttcctgg 


1 3700 


l LgaLCdC xg 


yydcdd Lddy 


naaa+'+'aa/ir" 
gdddL LddgC 


tgaaaatcaa 


aaaattcttg taacaaataa 


1 37fiO 
IjiDU 


agattgaaac 


ataacatatc 


aaaaccagtg 


gcatacagca 


aaagcagtgc taagagggaa 


13320 


gtttatagca 


ataaatgctt 


acactgaaaa 


agtagaaata 


ttttaaaatt agcaacctaa 


13380 


caatgtgcct 


gaagaaacta 


aaaaatcaag 


aacaaatcaa 


acccaaaatc agcagaagaa 


13440 


acacaaaaat 


aaagatcaga 


aaagaactaa 


atcaaataga 


gactaaaaaa atacaaatga 


13500 


ttaacaaaac 


taaaatttgg 


ttattcaaca 


agataaataa aattgataaa ccgctagata 
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13560 
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gactaaacaa 


ggaaaaagaa 


tatccaaata 


aacacaatca 


aaaacgataa 


aggagacatt 


13620 


acaacagatg 


ccacagaaat 


aaaaaggatc 


atcagagact 


attattaaca 


actatatgct 


13680 


gaaaaatgga 


aaatatagag 


aaatagataa 


attcctagaa 


acttacaacc 


taccaagctg 


13740 


ttgcatcagg 


aagaaataga 


aaacctgaac 


atatcagtaa 


tgattagcaa 


aattgaatca 


13800 


gtaataaaaa 


acatctccca 


actcttttaa 


agctttggac 


caaatagcat 


cacagcctaa 


13860 


ttctaccaat 


catgcaaaga 


agaataccag 


tcttcttgat 


gctattacaa 


taaatcagag 


*t TATA 

13920 


gaaggaattc 


tctctggctc 


attctacatg 


accagtgtca 


ccttgaaacc 


aaaacctgac 


13980 


aaggacacca 


caaaaagaaa 


actacaggcc 


aataaccatg 


atgaacacag 


atgcaaaaat 


14040 


cattaacaaa 


atactggcaa 


acggaatcca 


acagcacatc 


aaaaaaataa 


tataccacaa 


14100 


tccagagggt 


ttgtatcaag 


gatacaagta 


tgactcaatg 


taaataaatc 


aataaacatg 


14160 


ataagcatct 


tcacagaata 


taagacaaat 


gaatatatga 


tcatctcaat 


agatgcagaa 


14220 


aaaaattttt 


gataaatttc 


aacatctctt 


catgaaaaaa 


atctctaaaa 


ctcagcatag 


14280 


aagaaacata 


cctcaatata 


ataaaggcca 


tatgtgacaa 


actcagagct 


aatatcatac 


14340 


agaatggggc 


aaagtttaaa 


gactttcctc 


taagaactgg 


aacaagacaa 


ggatgcaaac 


14400 


tctcaccact 


cctatccaca 


tagtactaga 


agtcctagcc 


aaaacaatca 


gacaagcaaa 


14460 


agaaataaaa 


agtatctaaa 


ttgagaagag 


caagtaacat 


tgttcctctt 


tgctgatgat 


14520 


atggttttgt 


atctggaaaa 


tactaaaaac 


tccagcaaaa 


acctcttaga 


tttgattaat 


14580 


taatttagta 


aagtttcagg 


atacaaaata 


aaaatacaaa 


agtcagtagc 


atttctatgc 


14640 


cccaataata 


aaatagctag 


gaaagaaatc 


aagaaagtga 


tcccatttaa 


attagctaca 


14700 


aaaaattaaa 


atacctggga 


ataaatcaag 


gaagttaaag 


atctctgcac 


aaaactacaa 


14760 


aacactgatg 


aaagaaatta 


aggattaaac 


aaacaaattg 


agaaacatcc 


catgtttatg 


14820 


gatcaaaaga 


attaatatca 


ttaaaatgac 


catacttccc 


aaagcaattt 


ccacattcaa 


14880 


tgcaatttct 


accaaattac 


caatgtcata 


tttcatagaa 


ttagaataat 


cctaaaatta 


14940 


gtatggaatg 


agaacagagc 


ccaaatagcc 


aaagcaattc 


tgaacataaa 


gaacaaatct 


15000 


ggtcctgact 


taatcactat 


gcaatctatg 


catgtaacaa 


aattgaacat 


ggattttatc 


15060 


aatttgtaca 


aataaaaaaa 


tgtaaaaaaa 


gaacaaagct 


ggaggctata 


gtagccaaaa 


15120 


cagcatggta 


tttttagaca 


aatggaatgg 


aatagaaagc 


tcagaaataa 


agccatatat 


15180 


atatattgtg 


tgtgtgtgtg 


tgtgtataca 


cacatacatg 


tatatataat 


gtgtacatat 


15240 


aatgttttct 


acatgttcta 


atatttatat 


tccattccat 


tatacatatt 


ccatttctgt 


15300 


atataggtta 


tatagaattg 


gaagactatc 


tgccattaaa 


aagaatgaaa 


tcctgtgatt 


15360 


tgcagcaaca 


tggttgaaac 


tggagttcat 


tatcttaagt 


gaaataatct 


aggcacaaaa 


15420 
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agataaatat 


cacatgttct 


cacttatatg 


tgggagctaa 


taacttgatt 


acatgaaggt 


15480 


ggagaatgga 


aaggtaggta 


ggaaacagag 


actggaaagg 


atgaatggag 


ggtaggaggg 


15540 


aaggtgaaga 


gaagagagtt 


aaaaggtgta 


aacatatagt 


taaaagaaat 


aaattcaatg 


15600 


cttgatagca 


gagtacagtg 


actacagtta 


acaaaatgta 


ttatactcag 


gtgatgaaca 


15660 


cctaaatact 


tgatcactat 


gcaattatat 


acgtgtaaca 


aaatcactat 


gcactatata 


15720 


cgtgtaaaat 


taaatgcgta 


caaataaaaa 


taataaaata 


ctaatccagt 


atcattcact 


15780 


gacaatgtta 


actcaggtgg 


ataggcatta 


agtcaatact 


actataagaa 


ccacttcttg 


15840 


tttatgttaa 


tgccatatag 


aatgaaataa 


aattcactaa 


aatccaaaaa 


attagaaaaa 


15900 


ctatcaaaac 


tcaataatat 


taagacaacc 


caataaaaat 


gtggtcaaag 


gatttgaaca 


15960 


tacatgtcac 


caaaaaatat 


attcaaattt 


ccaataaata 


catgtaacaa 


tgttcgacat 


16020 


cgttagtcat 


cagagaaata 


caaaataaaa 


tggtaatgag 


atactactag 


ataggctttt 


16080 


acagagactg 


acaataccaa 


gtattgacaa 


ggatatggag 


caactgaaat 


tctcattcct 


16140 


tgtggtaaga 


atgtacaatt 


atataaccac 


attgaaaaaa 


caagttttca 


gtttctttat 


16200 


tcacccaaaa 


tatatgtctt 


ttggaaaaaa 


ttttttccag 


tctgtgggtt 


gtcttctcat 


16260 


tctcttgata 


tatgtctttt 


caaagaggct 


gagctttact 


ttagacagtg 


gtcatcaaag 


16320 


tgtgtatatt 


tgtgttttta 


taatttatat 


gcatatattc 


ctgtgaaaag 


atactgtatg 


16380 


cattgttcaa 


catgtacaaa 


tataagaaag 


atatagtaaa 


gaaatatata 


tttctaaatt 


16440 


tataaatgta 


tttattggtg 


ttccacgttg 


caaactaaat 


aatctacgtt 


ggctaattta 


16500 


aggaattaaa 


ctatagtaga 


aggttctcat 


ttattgggat 


gattagaacc 


agcctttttg 


16560 


caggctatta 


gcgaatcata 


gcactagggc 


ttcactgcta 


cctccactga 


cacctctgac 


16620 


acttgaaact 


tgaggccaga 


tatctgccca 


tgctgataga 


aaacaactga 


ataatttaat 


16680 


ttgctagata 


atagaaaaga 


atcaaatgac 


tctgccacat 


tgcttgccag 


aagattgttt 


16740 


ttctcatttg 


tgacctcttg 


cctataaatg 


atagatagtc 


cctgtgctgc 


atgctatagg 


16800 


tgttcgtaag 


agagtctggg 


aatgtgagct 


ttttatatcc 


tatttttggg 


tggtaaaggt 


16860 


cattctatta 


gtctgttctt 


aaactgctaa 


tgaagacata 


ccccaaattg 


ggtactttat 


16920 


gaaagaaaga 


ggtttaattg 


actcacagtt 


caacatgact 


ggggaggcct 


aaggaaagtt 


16980 


ataatcatgg 


gggaagggga 


agcacacatg 


tccttcacat 


ggtagcagga 


aggataatga 


17040 


gtaaaagggg 


gaaaagcccc 


ttataaaact 


atcaaatccc 


atgagaactc 


actctcacaa 


17100 


gaacacaatt 


agagtaactg 


cccccatgac 


tcaattactt 


cccaccaggt 


ccctcccaca 


17160 


acacatgggg 


cttatgggaa 


ctacaattca 


agatgagatt 


tgggtgggga 


cacagccaca 


17220 


ccatttcatt 


ccacctctga 


cccctcccaa 


atctcgtgtt 


ctcacaattc 


aaatacaatc 


17280 


atgcccttcc 


aacagtcccc 


ccaaagtctt 


aacacatttc 


agtattaaca 


caaaagtcca 


17340 
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agtccaaagt 


ctaatctgag 


acaaggcaag 


-4- y» y~* -4— y ^ y* ^ 

tcccttctgc 


etatgagect 


gtaaattcga 


1/ 4UU 


aagcaagtta 


gctacttcct 


agatacaata 


gggtcacagt 


cattgggtaa 


atacacacat 


17/1 cn 


tccaaacggg 


aggaattgac 


caaaaccaag 


gggctacagg 


cctcatggag 


gtccaaaatc 


17c on 


caatagggcc 


attgttaaac 


cttaaagttt 


caaaattatc 


tcctttgact 


tcatatctca 


17C on 


cgtctaggtc 


atgattatgc 


aagaggtggg 


ctcccacagc 


tttgggcagc 


tctgcctctg 


1/OHV 


tggctttgca 


gggtacagee 


ccactccagg 


ctgettttae 


aagctagtgt 


tgagtgcctg 


1/ /UU 


cage t t l tec 


aggcacatgg 


gtgcaagctg 


-4- y» /-* M y* #■* 

taggtggatc 


taccattctg 


tggtctggag 


1 77Cf\ 


gatggtggcc 


ttcatctcac 


agauccacta 


y* y* ^ y>* -4- —1 y* y— y^ 

ggcagtaccc 


cagtggggac 


tctgtgtggg 


1 7on 


ggctctgatc 


ccacatttcc 


y— -4- *4- y* — \ y*- y -4— 

ct tccacact 


gccctagcag 


aggttcacca 


•4— #-m y^ -4— rf— y— 

tgagggctcc 


1 7QSf\ 


acccctgcag 


caaacttctg 


cctgaacatc 


caagcatttc 


cttacatcct 


ctggaatcta 


i 7Qyi n 


ggcggaggtt 


tccagacctc 


aattgttgac 


ttctctgcaa 


^ ^ y~>t -4- *^ y^a y-> ^ y» 

atgtaggctc 


aacaccccat 




ggaagctggc 


aaagcttggg 


gctttcacct 


tetgaageca 


tggecttage 


tgtaccttgg 




cccttattag 


ttaaagctgg 


agcagctggg 


ttgeagggea 


ccaagtccct 


atggtgcata 


1 01 ">n 


cagcaggggg 


gccctggacc 


cagcccacaa 


aaccaatttt 


ccctcctagg 


cttctgggcc 


101 on 


tgcgatgagt 


agggttgeca 


caaaactgtc 


tgacatgect 


tggagacatt 


ttccctattg 


1 O/in 


tcttattaag 


atttggctca 


4- _ ys, 4_ 4_ ~ ^.4-4- 

tagttactta 


tgeaaattte 


tgeagcagge 


4- 4- — , 4- 4- 4- >~ 4- 

ttgaatttct 


1 0 ^nn 


cctcagaaaa 


tgagtttttc 


ttttctatgg 


catcatcagg 


ttgcaaattt 


ttaaaacttt 


loibU 


tatgetctge 


ttccctttta 


caattaagtt 


ccaattccaa 


accatatctt 


tctggataca 


1 0 a *> n 


taaaactgaa 


tgcttataac 


agcacccaaa 


tcatatcctg 


aacactttgc 


ttctcagaaa 


1o4oU 


4-^f/-f 4-1-4- i 

tatcttctac 


cagataccct 


aaattatege 


tctcaagttc 


aaagtaccac 


agatctctag 




ggcaggggca 


aaatgccacc 


agtctctttg 


ctaaagcata 


acaagagtca 


cctttgctcc 


1 oenn 


*-+ +• -4— y— y*» y— ^ y^ 

agttcccaac 


^ ^ r% 4— y™* y— y^* *-\ 

aagttcctca 


tctccatctg 


*^ *^ y^> y*» y* ^ -4— 

agaccacct t 


agectggatt 


y"" ^ -4— y>« ^ y-» /* a 

tcattgtcca 


1 QCLdC\ 


tatcattatc 


y^ -4- y»* -4- -4/» <m y*< 

agcatgttgg 


teaaagecat 


tcaacaagtc 


tctaggaagt 


4- 4~ -> ~* y~ 4- 4- 4. 

ttcaaacttt 


1 Q7')n 


cccacatctt 


^ 4> 4- -4— -4- 

cctatctttt 


tetgaggect 


ccaaactgtt 


ccaacttctg 


cctgttaccc 


1 0 7 q n 


agttgcaaag 


ttactgccac 


atttctgggt 


atctttacag 


cagtgcccca 


ctcctggtac 


1 QQ>|A 


caatttacca 


tatccattta 


ttctcatget 


gataataaag 


acatacccaa 


ggctgggtag 


18900 


tttataaaga 


aaaaagaggt 


ttaattgact 


cacagttcag 


catggttggc 


aaggcctcag 


18960 


gaaacagaat 


catggtggaa 


gggaagcaaa 


cacatcctcc 


ttcacatggt 


ggcagggaga 


19020 


agaatgagca 


aaacggggga 


aaaaccctta 


taaaatcatc 


agatctcatg 


agaactcact 


19080 


ctcttgagaa 


cagcatgagg 


gtaaccatgt 


ccatgattcc 


attacctccc 


aacgggttcc 


19140 


tcccatgaca 


cgtgaagatt 


atgggaacta 


ctacaattca 


agaggagatt 


tgggtgggga 


19200 
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ccatgtcagt 
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catgatatga gaaattatca aattaagatg tagggaaggt 


19260 


ttttaaaaga 


tttgagcaac 


cacaaatgac 


agatatgtgc 


tatagtagtg 


caaaatacca 


19320 


ttttgctctt 


attaaaaata 


taattgttct 


tgataatctg 


aattataaat 


gtcatggata 


19380 


attatgatgc 


attatgctct 


cagcagctaa 


aacttcaagc 


aaaatacaca 


cctagagagc 


19440 


aatcagcctt 


aacaataatt 


ctataaattt 


aattttcttt 


atttctgata 


attacatttt 


1 A C A A 

191)00 


agttgacttc 


atatgtgatc 


taaatacatt 


accattattt 


tggacttatg 


atgtagctct 


19bb0 


tgaagtacat 


atatgatgta 


gctcttaaag 


tacatataga 


agagcagata 


aagtatcagt 


19620 


tcaccatttc 


tttgtagttt 


gtgctttcat 


gatgaatatt 


ctcatcaatg 


tacagattat 


i neon 
19680 


ttgcaggagc 


cttttaaatc 


catgtgtcca 


ttttatgaga 


cttagctttt 


gtctgtatat 


19740 


aatgtgttta 


ttcagtgtgc 


atggattaat 


ttgagagagc 


acaggtatgg 


gtatctttac 


19800 


agcagtgccc 


cactcctggc 


accaatttac 


tgtattagtt 


tattctcatg 


ctactaataa 


i r\ o r r\ 

19860 


agactatata 


tcacaataaa 


ctgagaacca 


gctggtaaat 


gagagaactg 


tggtccacct 


1 AATA 

19920 


tttcattgtg 


gagttctcat 


tttccttagc 


ttatgctgct 


tattcaacac 


tatttctgca 


19980 


taatctaatg 


cattcactaa 


atgaaggtgc 


tgtgttagcc 


tccacatgat 


attaatacag 


") AA/1 A 

20040 


cctatttaat 


ttatccttct 


ttagattaaa 


aataaataag 


tagtcatgtg 


ccacagaatg 


")A1 AA 

2U1U0 


acacttcagt 


catttggtca 


ttgaaggacc 


acatctatta 


ctgtggtcca 


ataagattat 


tai cn 
20160 


aataacatat 


ttttcctgta 


cattttcatt 


gttctgatat 


gttttgatac 


ataaatgctt 


2022U 


accatcgtgt 


tagagttgcc 


tgcagtattc 


agtacagtaa 


catgctgtac 


acctaggagc 


*>AT OA 

20280 


aacaggctat 


accacatacc 


ttaggtgtat 


agttaggtta 


taccatctag 


gtttgtataa 


*) A "3 A A 

2U34U 


gtacactcta 


tgatgttctc 


acaatgaaca 


aaatcaccta 


atgatgcatt 


tctcaaaaca 


") A/1 AA 


tgtccctgtc 


attaatacag 


tatgtaacaa 


tacagttagt 


acaatatgta 


atacatgact 


*) A/1 Cf\ 


atattcagaa 


ttttagctat 


ttctcttata 


tttcaaatgg 


attttcttat 


gcactgtgtg 


0 AC "DA 


gcacgggcat 


ttcattttag 


taaccacagt 


ctgggaaagg 


agaagtcttt 


gaaggatgtt 


0 A C O A 

20580 


gagcaaggtt 


atgacatggc 


cagatgtgaa 


tttttgatca 


gtgactccat 


gttagcagat 


T AC A A 

20640 


aaagttgtat 


tgggaaagat 


caaaagcatg 


aaggccagat 


aagaggatac 


tgtatgttat 


O A7 AA 

20700 


catggatgga 


aatgtgaggg 


atggcaggag 


agatgctatg 


attgaatgaa 


tctcaatatt 


OA7CA 

/U/bU 


cttggtgatc 


aaagaataat 


gagactcatc 


caataagact 


ctgtgaatga 


ttgaatgtag 


">AQ OA 


ttcctaagct 


aggaggaaga 


atgaggaatg 


attttctggt 


tcctgactac 


agcacaagtt 


20880 


tttgattttt 


agaacaaaga 


ataaatttgt 


acatgcttta 


tgattcctgg 


ttgaattttt 


20940 


aaggataaaa 


aagtcagctg 


taatattatt 


ctttcctgat 


accatgcagt 


atttgtatca 


21000 


gtgatcttat 


tcattccaca 


cacattcttc 


ttgaacctgg 


acactgctct 


agacactgat 


21060 


tctttccaaa 


tatcagataa 


ggttattctt 


acgtagaccc tcagttcata 
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taaatatgat 


21120 
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tttcccaaaa 


tgtgaaataa 


gtgacttttc 


ataagatatt 


ttttaaaaga 


atgtcttaat 


21180 


aataaattgt 


gaatgttgca 


tggaaatgta 


ggtgacttgc 


attgtgcatc 


ctgtgtttga 


21240 


ttcactgctc 


ttgcatgtct 


tgcctttagc 


tgggatgaca 


gcagttcagt 


gagcagtggt 


21300 


ctcagtgaca 


cccttgataa 


catcagcact 


gatgacctga 


acaccacatc 


ctctgtcagc 


21360 


tcttactcca 


acatcaccgt 


cccctctagg 


aagaatactc 


aggtgagaat 


taccaccttt 


21420 


ctttttccag 


tgtttctgcc 


agctttttcc 


ccaaaattac 


ttaatattag 


attaaggtat 


21480 


agcacaagcc 


cttaatccaa 


aattattaca 


gaaactggaa 


aatgcagaga 


taataaggac 


21540 


tccctttgcc 


actcctgaac 


cctgaagcat 


ctttcatctt 


agtctttcct 


aaagccacaa 


21600 


cccttaggag 


gagcaacaat 


gtgcactgca 


gccaattttg 


aataaacaga 


agcagcttat 


21660 


atatatatat 


atatatatat 


atatatatat 


atatatgata 


tacattacat 


atttatatat 


21720 


atgtaatata 


tgtgccatat 


agcctggtgg 


tatagttatc 


tatacaaata 


tatttattta 


21780 


ttgttaatat 


atagagtata 


taaatatcta 


tttatataat 


agatatttat 


atatattaaa 


21840 


tatctattta 


tataatagat 


atttatatat 


attaaatata 


taaaaatata 


taacatataa 


21900 


tagatatata 


ttttatatat 


tatataaata 


tatatttata 


tatttaatat 


attaatgatg 


21960 


aattactata 


tttgtataga 


taactacacc 


accaagctat 


atggtgtgta 


tatattaata 


22020 


tataatgtat 


aattctatat 


taatataata 


gtaacatatc 


aatacttaat 


ataatatata 


22080 


ttcaattgat 


tacaatctaa 


ttcagaaaga 


tttatgttgc 


catatctctc 


cttacaatat 


22140 


cgatatgttt 


gtttaaaaat 


ccagcaatta 


ttttcatagt 


ctaattttag 


atagttcttg 


22200 


attaatttta 


tatgatctct 


gaaatatatc 


actggatctg 


ttgtgaatga 


taaatcaaaa 


22260 


atgaaaaatg 


gacattacat 


cattaagttc 


tagcttgtct 


tactacttct 


tatgacattt 


22320 


gatatagaaa 


atttctacct 


ttctgtagcg 


tttaattggt 


gttttctgca 


tgtatttatt 


22380 


ctgaaattct 


ctaatatctg 


caagtgggaa 


ttatgtggct 


aaaattaata 


aaatgtaagt 


22440 


gaaggtaaat 


caaaatagaa 


tctttggatt 


tatccagtta 


tctgaaagta 


catttcattg 


22500 


ccttaattca 


cactttataa 


atttttctac 


ataaagtttt 


tctgtaatat 


ttgtctttat 


22560 


agctgaggac 


agattcagag 


aaacgctcca 


ccacagacga 


gacctgggat 


agtcctgagg 


22620 


aactgaaaaa 


accagaagaa 


gattttgaca 


gccatgggga 


tgctggtggc 


aagtggaaga 


22680 


ctgtgtcctc 


tggacttcct 


gaagaccccg 


agaaggcagg 


gcagaaagct 


tccctgtctg 


22740 


tttcacagac 


aggttcctgg 


agaagaggca 


tgtctgccca 


aggaggggcg 


ccatctaggc 


22800 


agaaagctgg 


aacaagtgca 


ctcaaaacac 


ccggtaggct 


tgtcgtttgc 


cagctgttat 


22860 


gcaaaagtgc 


tttactttat 


tgtttccatt 


caatctttgt 


tttctctaac 


aatagcattt 


22920 


ctaaaatacc 


aaattcttat 


ccatattaaa 


catggagtca 


aatagttaaa 


tagtttttct 


22980 
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gtctacgttt 


cacaaactcg 
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tcatagaagc ccaagtaggg cctatatcta ggcattctct 


^ D f\A A 


ggaaagcctc 


ctcataaact 


aggggtactg 


gatgccttac 


cttgccagag 


ttatttcagg 


"5 3 1 AA 


taatggggaa 


ataagattag 


gttgctaaag 


caacagttaa 


gtttttttgt 


ttttgttctg 


23150 


cgttcttaat 


gaaagtttgg 


aatttttaca 


ctaaatatgc 


cactgaattg 


cactacagac 




tctgagagga 


acaagcaatg 


acactaatca 


attggaatgc 


tggagatttg 


aaatattgtc 


Zj^oO 


tgtgtattag 


acttcatgaa 


agaagagaat 


gaaatagttc 


ttcaaaattg 


tgccatactt 


Z3340 


tttttaaaaa 


gactctcccc 


gtatttttaa 


aataatgcct 


aattataaat 


agtgccacct 


Z3400 


gaagcactaa 


ttaacagggt 


actccaaata 


taatcatctc 


acagatattc 


aaatgaattc 


*:34bO 


tttttctagt 


aattagcttg 


atagggttaa 


gtgttacctt 


tttaaaaaga 


gttgcaaaat 


23 b20 


ataagacatt 


aacaaatagc 


aaaacatatg 


ttttcatttt 


atctcttcca 


tctctcataa 


Z3 joO 


tgtttcttct 


gacagccaaa 


tttttgtagc 


tatgcactca 


gtcctctcaa 


tatatgagat 


~) 3 CLA A 

<:3b40 


ttttgatcta 


agccaataca 


tttaggaagg 


gaaataatat 


aaagaagcat 


tcacatttta 


0 3 7AA 


cacattgttt 


cacgaagtgt 


ggtgatatca 


aactctacag 


gcacatatat 


ttgtgtattt 


Z3/50 


ctccttaatt 


agggaaaacc 


gatgatgcca 


aagcttctga 


gaaaggaaaa 


gctcccctaa 


23820 


aaggatcatc 


tctacaaaga 


tctccttcag 


atgcaggaaa 


aagcagtgga 


gatgaaggga 


23oo0 


aaaagccccc 


ctcaggcatt 


ggaagatcga 


ctgccaccag 


ctcctttggc 


tttaagaaac 


"5 0 CIA A 

23940 


caagtggagt 


agggtcatct 


gccatgatca 


ccagcagtgg 


agcaaccata 


acaagtggct 


24000 


ctgcaacact 


gggtaaaatt 


ccaaaatctg 


ctgccattgg 


cgggaagtca 


aatgcaggga 


*) A ACA 

Z4U5U 


gaaaaaccag 


tttggacggt 


tcacagaatc 


aggatgatgt 


tgtgctgcat 


gttagctcaa 


*) A "I *) A 


agactaccct 


acaatatcgc 


agcttgcccc 


gcccttcaaa 


atccagcacc 


agtggcattc 


Till OA 

24180 


ctggccgagg 


aggccacaga 


tccagtacca 


gcagtattga 


ttccaacgtc 


agcagcaagt 


*) A ~> A A 

/i4z:40 


ctgctggggc 


caccacctcg 


aaactgagag 


aaccaactaa 


aattgggtca 


gggcgctcga 


") A D AA 

24300 


gtcctgtcac 


cgtcaaccaa 


acagacaagg 


aaaaggaaaa 


agtagcagtc 


tcagattcag 


24360 


aaagtgtttc 


tttgtcaggt 


tcccccaaat 


ccagccccac 


ctctgccagc 


gcctgtggtg 


1 A A "t A 

24420 


cacaaggtct 


caggcagcca 


ggatccaagt 


atccagatat 


tgcctcaccc 


acatttcgaa 


*5 A A Q A 

24480 


ggtaaggatg 


tataaaatga 


tgctggaaaa 


atataaagga 


taaatatgtg 


ttagacacat 


*} A C A A 

24540 


acattacata 


taaatgtgtg 


tatatatata 


ttttaaatat 


gtataaggta 


tataatatat 


"> A CAA 

24500 


atatcttaga 


attctttaaa 


gtacacagtg 


agctctatga 


agcttatcat 


ataaacagct 


24660 


agcaaaaaaa 


atagttctca 


ttttgagaaa 


cagtcaaact 


tcaaagtttc 


actgtcattg 


24720 


tgatactagc 


aacacaaaca 


tctaagagac 


ttaaaagctg 


atggtaatac 


ctaagtgtag 


24780 


tgataaggca 


aagtaatagc 


ttgtaaaatt 


tctatagatt 


tccattcctc 


cttttcacat 


24840 


taaaaattaa 


aaccaaatag 


gttttcatga 


cttttggcat tcatttccag 
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tgtcattttc 


24900 
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ttgctggctc 


ttaatgagtt 


ggtgatcata 


aatgtagatg 


aagttgtttt ccttgtaaca 


24960 


gattccattg 


gacagattta 


tacagtgtca 


tatcttgaca 


cattaaagac aatcaagata 


2 5020 


tgacataatt 


tgaaactatt 


ccagtgtttg 


gtacagtatc 


acaactgaag agtgggctaa 


25080 


gctttctaac 


4- — . 4_ 4~ — 4_ — . 4_ — , 

tcttcatctg 


ctttctttga 


catgactctg 


gtaaggatca tgacttggtt 


"> C 1 A ft 

2 5140 


tctgttcctg 


gattgttttt 


ggtgttaaat 


atgtgaagtt 


ctgctctaag atatcactgt 


25200 


ttttaaatac 


ccatgtgttt 


ttaagtggta 


ggaaaataaa 


tgcagttaaa aattggggac 


25260 


aaatatctaa 


acctctctga 


gtctgttttc 


teatctgeaa 


aatggtagag tgtggtttat 


t r •> t ft 

25320 


agttcattat 


gggttcaata 


4- 4- 4- ^ — _« 4. — . 4- 

tttttaatgt 


4-4-y--4-4.4-4-4--.4- 
ttgtttttat 


tctgttgact aaacccagaa 


25380 


4- 4- 4_ 4- — , -4- 

ctttgatatc 


ttggaaagga 


aagattttga 


— i — » — . 4- 4- 4- _4 4_ 4- 

aacatttatt 


ttacaataaa gcaatttcag 


C A A ft. 

25440 


atacctgatt 


gtttgaaaaa 


cctaaaggct 


ttattcctcc 


gtagtaatat taatgetgea 


25500 


gaactgtctt 


tttaaaatac 


tgattctcat 


tgggaagaat 


gaattatggc gtatagggag 


25560 


agtaaatatt 


4- ~-. 4- — , 4- 4- 4- --.4-4- 

tctgtttct t 


aagtaaaagc 


caatagtgee 


ctcctgtggc ccattaccta 


25620 


tgaaacaatt 


tctcatattc 


gtcataaaat 


atttcactgt 


aggaaatatg gatttcattg 


25680 


caactcaatt 


agtaatcatt 


atgccattac 


ttcatatcat 


tgtatttcca tatttacata 


25740 


aatttgattc 


taccatctgc 


t teat t taca 


aaactaaaat 


gttttctgaa ctaaactcca 


25800 


aaatctaaca 


gcaccagctc 


tgtttcaaat 


cactattaaa 


aaatgtattt gaatagcact 


25860 


ggcaactgac 


ataaaaccct 


ttggcctctg 


ctggggaaaa 


tacagacaaa ctgacttgtt 


") C AT A 

25920 


gccgacaata 


-*»•—>—. -» 4- — . 4- 4- 

tcaatattgt 


ttccaaccaa 


ctgctccctg 


acagtgactc agaccaccag 


1 C" A O A 

25980 


atactcaaca 


caactcccta 


aacttgettt 


aagcgttcca 


tctagatttt gaataaactg 


~i a a >i a 

26040 


tttaaaaatt 


taaaaataaa 


aaaaaaagag 


aagagctcat 


ttaagtgttg tctatcgaat 


"5 ZT 1 A A 

26100 


gcgtagaagt 


tgtttcatta 


taatggttct 


gtaaataggt 


aacagcaagt atggtcaaac 


26160 


4_ — 4_ s*. _ — 4-4-4- 

tactgactt t 


gagtgaaagt 


ctcatgatca 


cttaaattat 


gaaaaccagg ggttttcatg 


26220 


tttgacttac 


4-4-4-4-,— 4-4-.-..-. — j 

t tttgttcca 


cccacttccc 


ctctttccct 


agtagcagct cagtactgac 


26280 


ctaccc tta l 


atgagagatt 


-•- 4- /— ~| /— -\ /— 4- 4- 

ttctgeaett 


gataaagaag 


tccaagctta taaaagttca 


26340 


ttaacataga 


gacaggaagt 


gctttgtagt 


tcagtacatc 


aaagcacact tggctctgtg 


~iCA A A 

26400 


tactgtaacc 


cgaaatatta 


aatgtggata 


ttagcttctt 


ggaacaactg aagttgttat 


26460 


ttgtttttct 


tttaggttgt 


ttggtgccaa 


ggcaggtggc 


aaatctgect ctgcacctaa 


26520 


tactgagggt 


gtgaaatctt 


cctcagtaat 


gcccagccct 


agtaccacat tagegeggea 


26580 


aggcagtctg 


gagtcaccgt 


cgtccggtac 


gggcagcatg 


ggcagtgctg gtgggctaag 


26640 


cggcagcagc 


agccctctct 


tcaataaacc 


ctcagactta 


actacagatg ttataagctt 


26700 


aagtcactcg 


ttggcctcca 


gcccagcatc 


ggttcactct 


ttcacatcag gtggtctcgt 


26760 
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gtgggctgcc 


aatatgagca 


gttcctctgc 


aggcagcaag 


gatactccga 


gctaccagtc 


26820 


catgactagc 


ctccacacga 


gctctgagtc 


cattgacctc 


cccctcagcc 


atcatggctc 


26880 


cttgtctgga 


ctgaccacag 


gcactcacga 


ggtccagagc 


ctgctcatga 


gaacgggtag 


26940 


tgtgagatct 


actctctcag 


aaaggtgagc 


tttcctggag 


gcattgataa 


catcttcccc 


27000 


ctcttccctg 


cactatgcct 


aacccccacc 


ccattaaatt 


cccttgattt 


cactgtgagt 


27060 


gccccggtgc 


aaaaagatgt 


aagactgatg 


aaaccgggcc 


tttcatttgc 


tctcattacc 


27120 


aaatttacag 


aggaatagaa 


tcattaaagg 


tagggtgagt 


ggataatttt 


gttaatatga 


27180 


atgcatacat 


ttatacccag 


taggcaatgt 


gaataaaatt 


caaggaatgt 


atttagatat 


27240 


tgaatgaggt 


ctcctgaaga 


cattttaatg 


atttggctta 


agcttcagaa 


caacactagc 


27300 


tccttatgat 


gacttaagca 


ttttgaaaga 


ccaaattgaa 


attattctat 


agttatgctc 


27360 


agagcaatat 


gttaaatttg 


ttccatttgt 


acttctatga 


aaaaatagca 


gatggattgc 


27420 


tgggaaatcc 


tagttggcct 


ggttaaaaaa 


aaaaaaaaaa 


tcaattgtca 


gccatgaatc 


27480 


attagagaaa 


attatagtgt 


cagtgccatt 


ttcaatagac 


tgcttaaaaa 


gtaatcatat 


27540 


tacaaagtgt 


ttctcattgg 


ctttatatat 


atatataaac 


ttaaagtaga 


ggacatagca 


27600 


aggcatttct 


tacctaatat 


gcttactgtg 


aagcatccct 


tttgagcaaa 


atcactctaa 


27660 


attttctcct 


caaagtgatc 


ctctcttgat 


tatactgtac 


tgactcttac 


caccaggaaa 


27720 


atgtcttaaa 


accacttctt 


tttcctgata 


aatgcaatgc 


tatttgtctc 


ttgacataag 


27780 


taaagcttta 


aacatggtct 


tggccacatg 


tggaaagaaa 


tactggtcac 


gtaaaatacc 


27840 


tgatatatct 


ttctatgtct 


tcccctgttt 


tttttatttt 


ttttttattt 


ttatttttta 


27900 


actctgatat 


tgatgatggc 


atttattttc 


tagaccttca 


gccttactcc 


cggaatgata 


27960 


tttttaaaca 


tcaattaaag 


cccttagcta 


gacactctct 


gcattacgcc 


agtttcccct 


28020 


taatgtagga 


tgtcccaatt 


tgaaattccc 


cattttctct 


tgactttgta 


aaatacaaaa 


28080 


cccagagcaa 


aacattgctt 


ctttccctct 


ttacttccta 


cttgcctaac 


aatgagacag 


28140 


ggacagccgt 


gcaaatgggg 


ctttccgatg 


ataaagtaat 


tttaacacta 


actaaaatat 


28200 


tggtgtttcc 


tatggtgggc 


tgctaattac 


aaaatacatt 


tttcctccta 


aagaaaaaaa 


28260 


ctgggccaag 


gcaaacagct 


cagtgatagc 


aaataaaatg 


taaccatttc 


cctatggttt 


28320 


tgctgttata 


tgctattata 


gacagcatac 


gtaaagacca 


gtaagggttc 


atttttccac 


28380 


ctaaaatgtc 


gggcttcctg 


taaaatcttt 


gattctagtt 


tcagcacttc 


taaggtaaat 


28440 


gggcatcttc 


acatgtcatt 


tataaaactt 


ctaatgaatg 


aattatatta 


aaatagataa 


28500 


acaacctata 


gttttaatga 


atgtatccta 


gattgtatgc 


tcatatgtaa 


ggattctaaa 


28560 


tatcaacttg 


ataaccaaac 


caaacatagt 


gcaaataggt 


tatcatttat 


taaccacaac 


28620 


caccttccac 


aaaactggtc 


attttttaat 


tattaagata 


atctgcaaca 


agttggccat 


28680 



Page 110 



corrected Sequence Listing2.ST25 



ttagccatca 


gcctatttct 


tcagcattta 


gacattaatc 


ccagattcag 


aaataaagtc 




aagtaactat 


ttataaccaa 


gtaacattca 


aatcaaaact 


agatgaaaga 


xtggxxagxx 




gcatagctat 


aaccaaaatg 


cagttttaat 


attttact ct 


-\ -\ 4- 4- _t -4- — 4-4- 

aatctatatt 


xtaacxgaag 


TQOCA 

ZoOuU 


tcaataaaat 


tttcactatg 


gaaatacact 


agaaaaxaxg 


caaxxxcxxa 


xxcxxxxxaa 




gcagatttat 


ttattgtaca 


tgttcagtct 


xxgaaaxagg 


ccaaxxxxax 


xxaxgxxaxg 




ttatgttatt 


tatttgtttt 


gaaatggagc 


ctcactctgt 


cgctcaggct 


99 a 999C a 9" t 




ggtgccatct 


cagctcattg 


cgtcctctgc 


tacccgagtt 


caagcaattc 


tcatgcctca 




gccacctgag 


tagctggggt 


tataggagcg 


gaccaccatg 


cxgggctaax 


-4- 4>- 4- — 4.4.4- 

xxxxgxaxxx 




tttgtagaga 


tgacgtttca 


ccatgttggc 


caggctggtc 


tcgaactcct 


gacxxcaagc 


VdlcX) 


gatctaccct 


ccttggcctc 


ccaaagtgtg 


gggattacag 


gxgxgagccg 


xggcaccagc 




ctgaaatagg 


ccaattttta 


aaatgggagt 


attcctacat 


xaaaaxggcc 


aaaxaaagac 


^y j^fu 


tttttctaaa 


ataaacttta 


aactaatttt 


ggataaatat 


gxxxxgcctx 


xgagcc xxaa 


zy*fuu 


taaaatgcat 


taatgaatat 


taagctgtaa 


aaagtacatg 


xxaacxacax 


agcxaxagxg 


~>OA fifl 

zynDU 


tataatatta 


A *4* -4- -4- ^ — A* M 

atat taatta 


gtgccttcca 


gtaaattact 


agattaaaat 


aaaxxxxaax 


^y dzu 


ataagacact 


gagcttt ttg 


ttttcttgac 


aatagaactg 


caagcaatag 


caaattgctc 


*iy DOU 


taatcctttc 


acgtacattt 


aagaaagttt 


atgacctatt 


gaagagaaaa 


gtagatctag 


^yb4U 


tgggtgatac 


tggcttcatt 


atggttaatt 


aattgatcag 


tagaatgxca 


gaaatgctaa 


zy/uu 


gaaaaccaaa 


gaactacacc 


agagagaaaa 


tgtgttaatg 


^ _ 4.4.4..- 
xaaaxxxxaa 


ggcaagxxaa 


^y / du 


ttagcgatat 


ataataaaga 


tgtatataag 


4-4.s-'.- x 4- / * 4 ~4.4-4- 

ttcatgat t t 


accxgxxxgt 


cxacaaxxxx 


^yo^u 


agatgatttt 


ttgatactca 


tatttaaatc 


ggtagctt tt 


ccxaxagaxx 


4- 4- -» 4. 4_ 4.4. 4. 

xxaaxxxxxg 


1QQQA 


tttaaattcc 


tcttcgttaa 


attaaataaa 


ataataaaat 


acacxxxxxa 


acagxxxxc x 




cttctgcagc 


tgctctaggt 


cattggtggc 


cattgagcca 


taactagtct 


-.4-^-.4-4-4- / ^ a 4.4.-4- 

axaxxxgxxx 


3 Anno 


A _ M M A. .4. ,4. *4_ M A_ 

tgggttttgt 


ttcatgtgtc 


tgactcaact 


aaatttttaa 


ataatttgta 


gtaaccaact 


3AACA 


ttgcaaattc 


tgggtttgtc 


tttaaatgtc 


agatctggca 


acgctgcctt 


gacatttctg 


tai 'yri 


cctagaaact 


attggctcta 


ggcagtcagt 


gtctgtctgc 


ttcagactgt 


tgactgaaat 


OA1 OA 


ccccattcgt 


tttcatgccc 


tatctggccc 


ttgctggcat 


atgagttxgc 


aaccxtxggt 


30240 


gatttgcaga 


aattgtctat 


gttagaaaat 


cattaatatc 


tagattcaaa 


catatttcta 


30300 


aataaagctt 


taaattatta 


tggtaacttt 


aaatgtattt 


attctaattt 


ttttcattaa 


30360 


attgctcttc 


atcatataaa 


tatataattt 


ttatacaact 


ggatgagxtt 


ggcagaagaa 


30420 


taccaacttt 


tcatattctt 


tgtggcatta 


aactttaact 


tgtacacatg 


gaaataaata 


30480 


atccttaaaa 


tgacttatga 


ccacataaat 


gccttagcac 


atgtggttca 


tatttggaga 


30540 
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tttctcatat 


ttgttcaata 


Corrected Sequence Li sting2 . ST25 
taatttattt tgtttgttta tccacagtac ttaagaaaac 


3UDUU 


ttctatagtc 


aacatatata 


ctgtaactgg 


cctctacaca 


gtataagcaa 


ttaccttaca 




tggctattac 


cgataaagtt 


aaagttgtat 


aaagcctttg 


gatgcttttg 


atttcagtgc 




taaataatgg 


agtacacata 


gaagaaaaca 


ttttagcttt 


ggtttgagtg 


atcaaatttt 


3U/0U 


aggtcagcct 


4-4~4-4-~»,-~~i4-4-^ 

ttttacattc 


atgttatatc 


atccccatta 


tgcgtatcct 


gtgtatttaa 


?r\QAf\ 
_5Uo4U 


ttttgatcat 


ttgatgtcct 


aaaggaagaa 


agctataatt 


ctgcaatttt 


aattaatttt 




acactttgct 


tatccacatg 


ccagagatta 


taaaagaaat 


ccctaaactt 


gtcccactta 


iuyou 


gttgttgata 


tcctcttcct 


gtatttttag 


agaggccatt 


tcttattttc 


tctagacata 




s-_ s~ 4- 4- 4- 4- y . 

gcttttcatt 


ccttcttgtt 


accaattgtg 


aattccttaa 


aatagagatg 


ataaaattta 


3±UoU 


4_- A _ < _.^.4_4_4_4-_, 

tagcct ttta 


aatacctaat 


ttatgatttc 


taaaagatgg 


tatagcttaa 


tttcattaaa 


3 1 1 Af\ 


atattcaaat 


aaatgatact 


agaatcaatt 


aagttttaag 


caaacattca 


tatatctttc 


3 1 inn 


ttcacatgtg 


taaatgggaa 


ataaacatgc 


ctttttatta 


aaaataattt 


gaagacaaaa 




gataagtatt 


aaacaacgtt 


ttataccatc 


tctgtcaatt 


ggaagttgtc 


actctaactt 


31 3 9f» 


agccagagca 


gatctatctc 


attttgcatg 


tgatatcata 


gcaaaagtct 


aatcagttgc 


3 1 3QH 


atagggaagg 


aaaaactaag 


atagtattta 


atcaatagga 


ttcagaggaa 


aattatgcta 


31 AAC\ 


atgtgat tta 


atctattttc 


tagtaatcct 


atcactaaac 


tgtcattgaa 


ttgtactgca 




ttagaaagga 


actcaaatat 


gtgtgacggc 


aatggacatc 


ttgtcacctt 


tagttggcct 




ttttcaatga 


gttaagcatt 


atatgtgtgt 


taccaaaaaa 


ttatttttta 


tagttcagag 




aaccattttt 


gttggatgtg 


taatttggaa 


gttttgttta 


cattatgtcc 


ttaggggttt 


3 1 £fin 


tctttgtttt 


aacagcatgc 


agcttgacag 


aaatacacta 


cccaaaaagg 


gactaaggta 


3 1 7AH 


tatattcctc 


tcagcacaat 


tgctacctct 


ctgttgttat 


gtaaactttg 


tgtgctgtct 


3 1 Qf\n 


ctcttccttc 


4_4-4__4-4-4-.r-.4-4- 

tttgtttgtt 


tgcaatgtag 


cacatgacat 


tgaggacgaa 


atcactttta 


31 c An 
3X0DU 


attttgatgg 


tttctctggc 


ccgaacagtt 


ggtgagatag 


ccccttaggt 


agagatacta 


3 1 QTA 


gtagagattg 


aggctgtctc 


tcaaattaaa 


taaattccaa 


tgtgaatatc 


actattttga 


3 1 QOfl 


agaaataata 


ctaaacaaac 


aaacaaacaa 


aacaaaaaca 


aacaaacaaa 


aaacttgtcc 


3ZU4U 


caggcattac 


4-4-4-4-4-4-,-..--,--,-. 

ttttttgggg 


gcagcaactt 


tggtagaatg 


cagaactcac 


ttcaacaaat 


371 nn 

3Z J.UU 


taaaataaaa 


4- 4- — , _ 4- 4- 4- — 

ttaactct tc 


taacttttgc 


ctattagagt 


catatgcatg 


caaatattca 


371 


aaacccatgc 


agtctacaga 


tgtgggcagt 


taatgttgat 


aggttgaagg 


atgctacaat 


32220 


ctgaatcaaa 


gaaaacatat 


tttcatcatc 


acaggacaaa 


tgctgtaatt 


aaggtgtgat 


32280 


ttttatagaa 


tccttttgat 


aaaatctcaa 


aattgtttta 


atttctattt 


tgcaggggta 


32340 


ctgctatcag 


atcaatttaa 


atctgaatta 


atctaatatc 


atttaataat 


ctcaaaataa 


32400 


ttattccatc 


cataataaaa 


aataaaataa 


aaatttaact tatggccatc 
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ttttactgtg 


32460 



corrected Sequence Listing2.ST25 



tacttttatc 


tgaggaagag 


atagaatgat 


ctactaatag 


aggtataaca 


ctgtatgtgt 


32520 


atgaaaagtt 


ggctaatttt 


ggtgctaaga 


atttacttac 


aaaaagaaaa 


agaatatact 


32580 


tagtttggtg 


aaacactgaa 


taatggcgaa 


actaggtctt 


tctccattat 


tttttttctc 


32640 


tccaattttt 


cagcaatagc 


aaatagctgg 


caattattcc 


atgttaatat 


tttgatccag 


32700 


aaatttatgt 


tccagtaaag 


cgagcacatc 


tccctcctta 


tttttgtaat 


ctaggcatga 


32760 


tgtcaagtgg 


cagtttaaca 


aaagaactgt 


ttttccttta 


aaaaaaaaaa 


aaaaacaaaa 


32o/:0 


gctgccaata 


tgtattccat 


ttccctatgc 


cttctgtgac 


catccttcat 


ttcccttggc 


32880 


cctggcccac 


cactgtcctc 


catttgtagt 


ccatgttttc 


accctcttta 


catcctttct 


32940 


tgccctgtgc 


tt ttgagttc 


tcaattaact 


tggctgtctg 


ctcattgctt 


atgatttcca 


33000 


actgcatatc 


tgatagaagc 


ataatt ttct 


cctcaaaacc 


ctttatctta 


-4-* -4-» X* _A_ -4- ^ — — 

tt ttttttcc 


33060 


ctatgtgatt 


caaacagatg 


gcgtaagatc 


atctggaaga 


actgagcaat 


tataattaga 


33120 


ttcaatctgt 


ttgaaattgt 


tcattctgaa 


tagtaacctc 


ctctgaattg 


ttttcctgtc 


33180 


ctggcattgc 


cttgcccttg 


tagatgtgct 


taagtgtcat 


agctgtgctg 


ttttgcagat 


33240 


ataccccatc 


atctcggcag 


gccaaccaag 


aagagggcaa 


agagtggttg 


cgttctcatt 


33300 


ctactggagg 


gcttcaggac 


actggcaacc 


agtcacctct 


ggtttcccct 


tctgccatgt 


33360 


catcttctgc 


agctggaaaa 


taccactttt 


ctaacttggg 


taaaatattc 


taaaatattg 


33420 


attttgtttt 


gtttctttca 


ccacccactc 


tcacagaaac 


cctggaatct 


ctccataaca 


■> T yl O A 

33480 


caacacgttt 


tcatttaaag 


ggagggataa 


aagcacttta 


acagtacctt 


tcatttgtgt 


33540 


cattgtttac 


tcttcacaga 


aaaatctcca 


aacattatgc 


tatttattgc 


tcatgacaaa 


o "> /~ r\r\ 

33600 


tgcttaacat 


agattaatac 


tgtggttgtt 


ttctagtcta 


ggctccagag 


gctcagaaag 


33660 


ttcacttgac 


ttgaaaaagt 


cttaccatta 


ctaagggttc 


aaggcagtaa 


ccagttcaga 


33720 


acatctgact 


ttaatcccag 


gggcctttcc 


attccattta 


agaatcctct 


taaaaaacag 


33780 


gaaggcatct 


ccttatttat 


ttgtctgaaa 


tattaaaaca 


tccttaaaac 


aaaattagta 


33840 


atcttttgta 


gaaaatagaa 


acaattagga 


agaaaaaaat 


atgtaattcc 


atgactcaaa 


*5 ~> AAA 

33900 


g ttaacttct 


tttaacactg 


ttaaagttaa 


aactccttaa 


aattcataca 


agaatttctg 


33950 


ttaagacaat 


actctgaaca 


ttttcaaata 


gatacaatga 


aaaataaatt 


accaacttag 


34020 


tcattgggtt 


actttgtatt 


taacatcatt 


tgtatgaaat 


ataaaatcat 


ttgcataaaa 


34080 


tttcattaaa 


agcactctga 


gtaacaaaat 


aattaaagaa 


aactaaacat 


gccagatacc 


34140 


atttaataga 


ttcaatgact 


ttaaaaatat 


atttattttc 


tataaagtca 


catataaagt 


34200 


attttcatta 


tttttatggt 


aaatattttt 


attattagtt 


tatcagaaaa 


acttgtacat 


34260 


aaagatgagt 


attgatacat 


aatcttatta 


gagccagaga 


cgatcattcc 


ttctagaaaa 


34320 
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acacatctct 


gaatttagga 


Corrected sequence Listing2.ST25 
cggaggacaa tgaaacaaga aatttcactt tataatttac 


DA -D OA 
DHDOKJ 


ctttgtcaaa 


ctatcccaga 


gcacatcaat 


tccatcatga 


aagtactctt 


ttgacattat 




ataaaaaatt 


agtaatagaa 


aacacacaat 


ccaaaacctt 


atattttcta 


aacttcaagt 


J 4 j uu 


taatcatcaa 


cttctcttag 


atttttgaag 


acctgaaaat 


aaacataatt 


tcaaataaca 




gaactcaaac 


accatataca 


tttgtaatga 


ggcacaacag 


tcaattttga 


gccttgtatt 


3*f OZU 


ttccaggttt 


tagctgaata 


atcttcactg 


ctttcttagc 


tttttgccag 


tctagtttgg 


3405U 


ggactatttt 


gccttactgg 


gcctaaacag 


agtgtaatat 


taaaatatgt 


taataagcca 




tactgagaat 


aagataaatg 


caggtttcta 


actccttagg 


gacacaagtg 


gggacaacac 


3 A Qf\f\ 


attccatgaa 


cacaggtgaa 


tgaatgcccc 


tagtttctct 


gagttggaca 


atttcatgcg 


JHODU 


atcatttttt 


tctctgaggc 


caaagtctct 


ggtttgatct 


tcctagcagc 


ttccagaaca 




gaaagtgagt 


ttactttgtc 


tccatattct 


ttttctccat 


gctcgggaat 


cccctgcttt 




cctgatccca 


ccacaaaaac 


tcccctgagg 


atgaagcctt 


ggctttccag 


gcttccaggg 


3 3U*f U 


aagcctcgat 


tcctggctgg 


aggtagttgt 


accacactcc 


cagagggcta 


aatcccataa 


3 jlUU 


acatcatctt 


ctgtctttgt 


agatcataga 


actttttatt 


atcatccagg 


aagatttctc 


ki cn 
jjIDU 


ttttgaaaca 


aggctggaaa 


aactttatgt 


cagtcctgac 


ctgctcttta 


atgactgcgt 




agagggagat 


gcccagctta 


tccaacttgg 


gttgcagaga 


ggacagatct 


gcagcccctc 




ttgccagaga 


aaacatcctg 


gcacagccac 


aatcacaact 


ccattcttct 


cccgatagct 


J 3 JtII 


cctttgcttt 


gaaactcatt 


ggttacttct 


ccagtgtttt 


caggtctata 


ttctccaggt 




actccagcac 


ctctttccag 


ggcttggaca 


aaaatacatc 


tgtgttggcc 


agcatcagtg 


j 3H0U 


ccaaggcagc 


agcctccaag 


ggctcctgca 


cccatggacc 


acatccacac 


agagaagcac 




cttgggtcct 


caagtgcctc 


cctcttcttc 


ccttctccca 


aacctgaagc 


ccagacacta 


3 JJOll 


aggggtcaaa 


ccctcctggg 


ccctgagggt 


tccaagggcc 


tcattacttt 


ttcttttttt 


3 ZCA Pi 

3304U 


cactggaaaa 


aaaattctaa 


tcatgcacct 


acagaagatt 


gacatttttc 


agtaagttgg 


3D /UU 


actttccagc 


tttcagccag 


gacaagactc 


aaggctatgt 


cttttctatt 


gcaacccttc 


3 3/OU 


ccactatatt 


gagtagggct 


tttagcaatt 


gaaaacaatt 


attttggtca 


tggtttcata 


330^U 


taagctaatg 


atttcatatc 


aaacaccaag 


tttttgtttc 


ctaacctata 


tagtgataag 


3300U 


agaatttacc 


tataatgcca 


aagaatgtat 


agcttttatt 


tgctttaaga 


tgcagttgat 


33y4U 


tttttaaaaa 


agcgaaaagc 


ctaacacttt 


aacttcaaaa 


aatgaattta 


aaatgtttgt 


36000 


gtaggtcata 


ggaatatgaa 


aaaattttat 


acaacatcta 


aaacacaccc 


aaatcaccta 


36060 


aagtgctata 


agcttgctaa 


gtacttcatg 


tctcctatca 


attctttcat 


taattgacgt 


36120 


taatttgatt 


agttgactcc 


ttcttctatt 


tttcctcacc 


attattattc 


tgattaaatc 


36180 


caccttcatt 


attccttagg 


aacaaaaaga 


ctcaccactt aactatgtct 
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gacattggtg 


36240 
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aagtcgttta 


aacttaattt 


tcttatctct 


tgaatggata 


caxaataccx 


aggxxataxx 




gtaaagaatg 


acggatatag 


tgtatgtaaa 


gatggagaag 


xgxgxaagac 


xxgacagatt 




ctgccaaatc 


attattttca 


ctggaaagca 


tgtcttacac 


gatcaxagag 


xagcaxtcat 




cagatatgcc 


tgagctttgt 


ctacatttaa 


ttgagtag ta 


at xcgcaaca 


cagxaaccac 




aggattttat 


gtaaaagaca 


ttcacagatt 


— 4.— .4_4~4-4_4- ( ~ t -i 

gtgtttttga 


aagax xgxax 


4-4-4-4-#-i-\'^oi-*--\ 

xxxxgaagxa 


3D 


caaaactatg 


acattgttat 


caaggactca 


tttaccacaa 


atatcaaata 


tttgtgcaaa 


ibbUU 


gataagttta 


tgctaagatt 


tgcataaatt 


aaagttaaca 


tggcaactga 


agctaacatg 


3DDDU 


tccatggtca 


caatgtgtta 


aaaaatgaat 


ggttctgtag 


cacacxxggg 


aaxgxaxxxx 




attacatagt 


tttcagagtt 


aaaacacaat 


taataaatga 


aaxgxgaaxx 


axacxxxxac 


jD/oU 


tgacaacaaa 


gctctctgta 


gagcxtxaax 


gxxcxaaxga 


axxagaaaac 


cacxgaxcaa 




atacatccct 


tacatttcat 


tgctatagaa 


accaagtctg 


aaaggxxaag 


xxxaccxxxc 




taggatgtgg 


gtttcccccc 


ttaatctat t 


gtggtttata 


tcagagatct 


ctcagctgtg 


^byou 


tcagacaggc 


catgacttaa 


gtgacactgc 


cctcttgatt 


ctcttcatac 


ttttccaact 


3/UZU 


acaattcttt 


ctcctggggt 


^ A ^ « a -4— . -4— -4-. 

tgctcatctt 


aacatagctg 


tatcatttat 


tgxagacaca 


3 /UoU 


aggtcacttt 


tgagagtgaa 


tgggactata 


ttaataattg 


ttccaggtat 


taggtgcaaa 


D / 14U 


ccctgggcaa 


tgcaattcat 


cctccatctc 


~4-~-—4-4-— ,4--,4- 

ctcct tatat 


ttaxgxgttt 


accaagxxgx 


O79AA 


ttttcctgta 


gacttttttt 


tatcctaaac 


4--f-4-4-4.~>4- 

ccxttttcta 


xgtxcxcaxt 


cacaacxxxa 


^77CA 
j / ZDU 


attctaatct 


ctcaaatcaa 


catttcactt 


tctgtctgag 


^.—4-4-4.4-4-— — 
accxxxxxca 


gcxcxaaaac 




taaaatccca 


tcagtgtgct 


agaccatata 


gccacctgaa 


atcaaagtct 


4. 4- 4- 4. 4- -> /-^ 4- 

xttcttaagx 




tcttttcttc 


tatttgtctt 


ataatttcat 


gtatcatcct 


4-s~4->—4- / ~4--»,— 4- 

tctctctact 


ctagcacaaa 


37^ >1A 
3 / HHKJ 


atctgtgtaa 


tcaatagtct 


tacttgaaac 


tgtgctcttc 


atattgtaca 


tttxcaaxag 


3/ 3UU 


acaggaacct 


gtgattttat 


cttcagaata 


tctcctacat 


ctgtctctca 


xttxcaggga 


3 / 3DU 


cattgtcctt 


gctgaagctt 


ttttaactat 


agacaattgc 


agcagatttt 


aaacxgaxcx 


3 / DZU 


tactctgtcg 


actcccttat 


gtttcaacat 


tttcacccat 


tggaaggtat 


aaaagaagat 


3/DOU 


attcctgtcc 


gtgtcaacat 


aatctcatgt 


acctctccag 


atcttagaaa 


cacgxaxggc 


577 AH 


ttcaaatcag 


gcatttggag 


atctttatgc 


tgtatggttt 


cagagtggaa 


aaaatgattg 


37800 


attcaaaaac 


ataatattta 


aagagttttt 


attgtattta 


cagttcacct 


gaacctctgt 


37860 


tcattgggca 


agaaaatgag 


tactcttaaa 


atgcaataat 


aaattaaagt 


tactttatta 


37920 


ttaaatttta 


aatatatata 


tatatactta 


ccttaaatat 


gtcctcttgt 


tgtcttttag 


37980 


catcacccat 


ttttgatttg 


accattatct 


tttctgaata 


atcagtaaga 


tacaggatta 


38040 


ttattaatgt 


tcaaaagttg 


cagtattcat 


gttttcttta 


ttctttctac 


caattaaaat 


38100 
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gtgttaatat 


ataaaatttt 


tagaaatttt 


actataaaaa 


atcacaacat 


atattagaaa 


38160 


attaagatca 


ctacaatatg 


tcatatttag 


tagactactg 


tgagctactg 


ccacagtaaa 


38220 


ctatggttcg 


tgtgtcgttc 


ccagcatgct 


agccctagta 


gaaaccattc 


ccattcaaga 


38280 


aagactaaca 


aagtatagct 


tacataaatc 


aaaaagtctt 


tggatgaaac 


ttcatttggg 


38340 


aaaataaccc 


aatcgctacc 


cttcaatttt 


ttatgaatga 


aaaaatggaa 


gaataaaggc 


38400 


ctctaagatc 


cattcaaagc 


caggagacac 


acaagaattt 


ctaaatagaa 


gagaaacaga 


38460 


agaggtcata 


gttcttgtga 


gccatctcat 


aacctggtga 


gactcattgt 


catgcctcca 


38520 


tgcatgataa 


caatcgctca 


gattcatttt 


tcatcttgcc 


acaagggtta 


catgcaggaa 


38580 


cattaatgtc 


aacctgtcac 


ttctaatatc 


catctaatat 


tctctaaatt 


cgatggatcc 


38640 


ttttgcatat 


ggtgattgtt 


aaacaccttt 


gcataggaac 


agtttctatg 


cttttgtact 


38700 


caaatcttcc 


tctaccttga 


atcctttccc 


atcttcgtgt 


tcaaccttca 


atcttctcag 


38760 


aatgaactcc 


tgtcttctat 


tctttcggaa 


gcatagaatc 


tcacggtcag 


aagagaccac 


38820 


atctggttca 


acccttcatc 


tcttatgtaa 


aattttatga 


catctctagc 


ttcttcttta 


38880 


aacccaccaa 


tgacagaaac 


tactaaaatc 


tagaaataac 


acctttgaaa 


ttctttcttt 


38940 


aagagatcaa 


ataaaatttt 


cctgaatctt 


cacctattgt 


tcctagttat 


atatatccag 


39000 


attctacaaa 


ataagtcaaa 


gttagattgc 


atatgacagc 


tcttcatatt 


taaaacaata 


39060 


taataaactc 


actagttaat 


gtctagctgt 


agatgcaaaa 


gtagagagtg 


acttggggtt 


39120 


atttaaaaac 


ccagtccagc 


cagacacatt 


ggatcatgcc 


tgtaatacca 


gcagcactca 


39180 


ggaggctggg 


gcaagaggat 


cccttgtcca 


ggagttacag 


gctacagtga 


gctatgatcg 


39240 


tggcactgca 


tactccagcc 


tggaagacag 


agtgagaccc 


tgtctcacaa 


taatagtatt 


39300 


taataatatc 


ataaaaaccc 


agtccacatt 


tatataggat 


cctgttttcc 


tcaagttact 


39360 


acaaataaat 


atataatctt 


aataaaaggt 


tagtggcttt 


gccaagatag 


tggcttggct 


39420 


atgcaaatgc 


aatttaagac 


aaagttggta 


gccctctttt 


tcctaataca 


ttgccatatc 


39480 


tgtttctctt 


ctatttggaa 


attcttgtgt 


gtctcttggc 


ttcgaatgga 


tcttatagtc 


39540 


cttttattct 


tccatttttt 


agtcataaaa 


aaactgaagg 


gtagtgattg 


ggttatttgc 


39600 


ccaaagcaga 


tggaaagcaa 


aactaccact 


agaagctctt 


taccaatttg 


tgttccattc 


39660 


aaaaaattat 


ctttgtatgt 


cttacatttg 


tcttctactg 


tatagttttt 


cttgttctat 


39720 


tttacatatt 


aacttttctc 


cttcttcaga 


catctgccct 


actggctact 


cttgaaatca 


39780 


gagactgtgt 


catatttttc 


cttctattca 


actacaacat 


ctaaaagcag 


atctgtcata 


39840 


gttattaact 


taattgaaca 


ctcttaaata 


gttaggtgta 


atttccaatg 


cagaagctat 


39900 


caaaagggtt 


tgtaaatgca 


aactattccc 


tttaaaatct 


atcctaatcc 


tcattaatgt 


39960 


ttcatcttga 


tagagctaag 


tattatgtat 


tgaaattgta 


gaagtacact 


tcacttggat 


40020 
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atctctgcaa 


4* -y* ^ -4— — M ,m -4~ 

teat ttaggt 


aagaattata 


caaagecaaa 


aagcaaataa 


aatatcctcc 


40080 


taaccctata 


gataegtata 


ctaaaatgat 


geacttgeaa 


atttgtttaa tacttcatta 


40140 


atttaaacaa 


gagtaaattc 


atactgtgaa 


ccaagaatag 


ggtgacttac 


cccaatcttg 


40/00 


ccaccttaaa 


cataaacatt 


ttaagtcttc 


^ *^ *4- y>* ^> y— ■ -4- —t y» 

aatgtcctac 


agtgtaccta 


ctggctgttg 


40250 


tcactaatca 


*^ y** y*» y** *^ **\ y*« 

gaccgaaatg 


gtactaatgg 


teactgeagg 


ctgaaggaat 


atgcttgaaa 


40320 


ga xaggcaga 


*4~ V - y— ^ y— -4-~ y™> y" y— +- 

LCC tc tccc t 


ctccctttt t 


tacttttttc 


gcctttccat 


cctttcttct 


40JoO 


-f-4--f--f--*--*-/-/ » -v 

LLlLLlCCdd 


-4- y*« *^ -4- -4— ^ y*t y^ 

raga l ugtgc 


actttggaga 


ttcatatttt 


cttccttttc 


cattacattt 


4U440 


taaatatgtg 


at tcttagtc 


ctatgcttcc 


ttttactcca 


atcaataact 


ggctctatca 


40500 


gagggttgtt 


ctgtgtgtta 


attcggttaa 


taccaggatt 


atcaagcaca gtgccttcca 


40560 


aatgtgagat 


acttctctcc 


ggttacctct 


gggtttactt 


ttcctgtttt acattgtttt 


40620 


*-> y** ^ m y— > y* ^ m -4- 

gagagccagt 


acttgtatta 


agaagaagtt 


tagtgcctgt 


gtcacagaaa aaatcttagt 


a nco A 

40680 


aaa z z z tgaa 


gtgatgtcag 


aacaactcta 


agccactgac 


ggattccaca 


gggttttgaa 


a r\~7 a a 
40740 


aatactcgtt 


agttcccttt 


atatcttaag 


aggctcctgc 


ctgctttctc atataccagt 


A AO A A 

40800 


aacaaac x ig 


ctttTcttaa 


atatgagcat 


ttagaatatc 


tttctcaatt 


tttctgtttt 


A AO a A 

40ob0 


get l Ltattc 


caaatt tcac 


aactatattg 


ttttccaatg 


tagttgtaca tacaatcaac 


A A A ") A 

40920 


caaatct ttc 


cttaaattga 


tgactaccag 


gtgaggactc 


tttggcaata agcaataaga 


A A AO A 

40980 


aaataaa ttg 


ttattaaaaa 


ttacagactt 


aagatacttc 


tttggaaata 


taacatgttt 


A *1 A A A 

41040 


gtgacttt tg 


accatctcat 


catgatatgc 


tcatcttaaa 


cagagtagaa 


aatcatttca 


At 1 AA 

41100 


ra caa Li.aac 


^ "*~ *^ -4— y-«| m 

tttatgg tgg 


ft y*» -4~ y*i y** *^ y^« a ^ m 

getgeagata 


ccatgtatgt 


tacattgtgt 


ttagttataa 


A 1 1 C A 

41160 


aaaxgL u tax 


^ *™i y^ y— "4- ^ ^ 

Laracacxau 


txect tataa 


-4- y™> ^ A M y» ^ ^* m 

tctaac tttg 


ataataatga tggtcctaat 


4122U 


catgaactta 


catcaattaa 


gagcttgaag 


tgactgagag 


tatttgectg 


gaagcattta 


41280 


aagcccttct 


tgggaaattt 


agatgtttta 


4. ^ 4.4. 4- J- n _ 4> 

tattttactt 


tctttttgat 


tttgcttttt 


/I 1 ^ A A 

41340 


ccattaaagt 


gattactatt 


tttaaagaga 


aaaccgaaaa 


ctctagaaag 


accatctttt 


41400 


y-^ ^ y^* — ^ y™ *-x 

cxtcataaca 


ggtagcagaa 


aacaccatgt 


taxtacattt 


ctagcaagag 


cagtagaggt 


>l 1 X £0 

414oU 


gacrtgttgg 


ttttgtgtac 


tgttgcttta 


y"t +- -4- yfM ^ ys> 

gaaattgatg 


taaggcttcc 


cataaaegtg 


ill OA 


ccagaggaaa 


agagggaege 


aatgggatct 


gttattgaac 


atttcagagg 


cagactctta 


41580 


ccttaaatag 


ggactcacta tacattcatg 


ttttcataag 


tattgggatc 


atgttcttac 


41640 


tttctatcaa 


ectgetattt 


tcatctttca 


agcttaagag 


taataggctc 


tgtgtgtttt 


41700 


gtttttcagt 


gagcccaaca aatttgtctc 


aatttaacct 


tcccgggccc 


ageatgatge 


41760 


gctcaaacag 


catcccagcc 


caagactctt 


ccttcgatct 


ctatgatgac 


tcccagcttt 


41820 


gtgggagtgc 


cacttctctg 


gaggaaagac 


ctcgtgccat 


cagtcattcg 


ggctcattca 


41880 
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gagacagcat 


ggaagaaggt 


Corrected Sequence Listing2 .ST25 
aagcgttgag ggggattaaa gatgaagtca ctttatttaa 


A 1 QAC\ 


accctgagag 


ggaaaccatc 


gtgtcactca 


catcacaaag 


attcctgaag 


aggaaaataa 


4ZUUU 


actagtgtaa 


ttatcatttg 


ggaaactaga 


agcttgaaga 


agttttattc 


tgtattatct 


4ZUDU 


tctatttctt 


tatgtatttg 


gaaatatgcc 


agaatttgtt 


tatattaata 


cttggctgta 




gaagagttta 


gactaaatct 


acttttccaa 


tacagaaata 


tacatataaa 


ctattttccc 


a 1 1 fin 


aggtgcatca 


aatatcagag 


caaatgtttt 


gtttgacatt 


ttggttaaag 


agccataaag 


A") *) AC\ 


acacacaaac 


cagaaacatt 


attttatgaa 


aataccacat 


gttgctgact 


tttattccca 




ggaattccct 


ctggtgctaa 


ttttttatta 


tatcatttta 


gaattcatat 


tgtacctact 


a~> 


tttttgcttt 


ataagtcact 


atttcttcat 


ccaatggcaa 


taaaattgtc 


acctaaccta 


A ~> A~)C\ 


ataaatatct 


ttatagttat 


atagttctat 


gtaaatactc 


caaataaatc 


agcttgaaaa 




cctcaggaag 


ctgagttgat 


gctcaaatat 


atatattttt 


gtaaactgta 


gaagctcaaa 


Al QAfi 


tgtcaaattt 


aacaataatt 


tgagagactt 


ttctctttga 


tttaatgaat 


ttttttagta 




tccataaaga 


aaacttacag 


catacatatt 


ataaagcatg 


tcagctaagg 


ataaaataaa 


ai ££n 


actagacata 


caaattcaaa 


ctgattagaa 


tgaaattatt 


aaccctaata 


attatgttta 




aaagaaaagt 


ctccaaatct 


tgagacatac 


cagagtttaa 


gtcttcagcc 


atccatttac 




ttgtggtata 


aacttaggca 


agtttcttaa 


ccttcttatc 


cctaagttct 


gcatctgtaa 


*f Zo*f U 


cttcttaggt 


ttgtcacaag 


gatgaaatat 


gagaacaaag 


aataattctg 


ttccatgatc 


a ^onn 


ttttcccttc 


ctaccttctt 


atttaaagta 


tcttctgact 


gaggggttag 


gcagcaatga 




aaattgactc 


atgt ttttca 


ggtcaccact 


atggattcaa 


tatactggca 


ttaaatcagt 




agagaatagt 


tgtcattgcc 


ttttgcaata 


ttaaccaaac 


cactcagttc 


actgtgacag 




acagtgaatt 


atatccaatg 


actccactga 


ttttttccat 


gtagatagac 


aaaatataac 


Hj J_*fU 


tactctcaaa 


tgtaaggacc 


ctgctttctg 


aaatggttct 


gttgctctct 


tcacagatag 




gcttcttata 


atacttttaa 


aataatttgc 


taagcataca 


gatggctttc 


tagagtgtgg 




cattgacaaa 


taaagtgatt 


tttatatact 


gggaaattct 


ggccttcaat 


gtatcaggat 




taaataatct 


gaatttctga 


aagctagcct 


aagtgggcaa 


gatggctttt 


ttgtgctcac 




gcattgaata 


ctgaactatt 


ctagttctta 


aatggcgatc 


tagattcaag 


acttattgaa 


AlAACl 


ctagattgaa 


gggactttat 


tgatatccta 


cctaatgctc 


acactgacag 


atgaagagac 


A3 cnn 
•4 j jUU 


tgagccacat 


gttctaaggt 


cataaacaga 


aagaatgaga 


atgagatggt 


ctaattaatt 


43560 


gtccaccttt 


cctatggtac 


atcagggtaa 


cactttagtt 


tacgagggta 


ttattagaga 


43620 


tagaaagaat 


ttttttttaa 


ataattgact 


caaataccaa 


cattttgcac 


attacataga 


43680 


gtaatagctt 


tgcccaagtt 


agaaaactgg 


gggttcttct 


ttattcctct 


tttgaccaca 


43740 


tctatatact 


cagttttaaa 


aaggttcttc 


ctggtatcct tcaattccat 
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ccccatgttt 


43800 
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tcatctacaa 


gcctagtgca 


gctattccag 


ccgtctcctg 


atcaggtctt 


aagcacctcc 


43860 


catatgtcct 


tgtagtaccc 


accatattga 


tctcagtagc 


aatcacagta 


ctctattgta 


A DATA 

43920 


aatatctttt 


aaattattat 


cttctctttg 


agcttttggg 


attttatctt 


atttattttt 


43980 


gtagttccag 


gatctagcaa 


cagcttgtca 


catcgttcat 


actcaactaa 


tgtttgttta 


A A A A A 

44040 


atgcacaatg 


agcagaaata 


aacatactac 


tccatagtaa 


aaagaggatg 


aacttttctg 


A A "1 AA 

44100 


caaatattaa 


tcagcaccat 


tttatccacc 


ttttgggttt 


agtacattgg 


aagtatagga 


441o0 


gtataaagca 


gaatgtccaa 


tgtttacagt 


gatattttga 


aatagataaa 


agccagtgcg 


A A "> *i A 

44220 


acatttccat 


tctcaatttc 


tctgagacat 


caccttgaaa 


aaaaaaagta 


tttttctctt 


442o0 


cctaaaatta 


gtaaaggaac 


agtaattcca 


catttataag 


agtatgatca 


acgcatcaca 


>l /I O V! A 

4434U 


gataatgttg 


taataacaca 


ttagataaaa 


gtgcttat tt 


tcctgaaatt 


atatggagaa 


AAA AA 

444U0 


aaaaatctga 


aagtggacct 


ttgttggata 


caaatgaaat 


aaataaggta 


catacatttt 


444bU 


ttaaggttcg 


aaagtttatg 


gcaactttag 


tttgggtttc 


catgctattc 


tatt tat tat 


A A C*> A 


atgggaattt 


actgtagctt 


tcaacatgta 


cgaaacaggc 


tggtagggct 


catgcttgta 


X ji r o A 

44580 


ggcttctgtc 


taataacttg 


gcaactgagg 


tactttaggg 


agtatggatg 


gggctcttcc 


A AC AC\ 

44b40 


atgtctcaac 


gtcctgactg 


ccaaaaaatt 


atagcaggct 


ggttctcaga 


atcttatagt 


X A 7 AA 

44/00 


tagttgttat 


tacttaattt 


ccctaaccac 


ccgttcttta 


ctttttctgt 


aaaggctgga 


44750 


atttttgagt 


agaccttatt 


gttttaactc 


tattgttctg 


tttgttttct 


ccagttcatg 


A A O "5 A 

44o^0 


gctcttcatt 


atcactggtg 


tccagcactt 


cttctcttta 


ctctacagta 


agtaatggct 


44ooU 


gttaagaaaa 


agcttgtgct 


tttgccatgc 


acacagatga 


tgaaatagat 


cattttactg 


>1 /I d A A 

44y4U 


tgaacagatc 


acattcatct 


atgacttgca 


caggagttgt 


gtagcaaaat 


aacggcatac 


>1 C AAA 
4DUUU 


tctaagctgc 


ccaataccca 


ataaagtgcc 


aggtgctcca 


cctgccattc 


tttggtcact 


a c ncn 
4dUdU 


tacatgtgct 


ttcacttggc 


ttttgtgcac 


tcatcataat 


caatgagtgg 


atgtagaatt 


A C 1 O A 

45120 


cgatttcata 


aaacctactg 


aggtatgact 


tggagtctct 


gaaaccatgt 


atgtagtctg 


X r 1 o a 

4i>loU 


ctatactatc 


attttagtaa 


tgacgagttg 


tccatgtttt 


gttctttgag 


ccgtgactgt 




taattgttct 


atagtatttt 


cttctcattt 


tttattttta 


agtttattgt 


tgagaggatt 


A C "3 AA 


atcgaagggt 


aaaagcagta 


agggtaaagg 


gtaaaagcat 


aaaagaacca 


gagatgtttt 


45360 


tttttaaata 


taccttttga 


aagagtgtga 


tttttttaac 


ttttattttt 


attttatttt 


45420 


atttatttat 


ttatttattt 


ttgagtcgag 


gtcttgcttt 


gtcacccagg 


ctggagtaca 


45480 


atgacacaat 


catagctcac 


tgcaaccttg 


aactcctggg 


ctcaagttat 


ccttctgcct 


45540 


cagcctgtca 


agcagctagg 


actacaggca 


cgcaccacca 


tgcccagcta 


atttttaaat 


45600 


tgttttagag 


acaaggtcat 


tgctatattg 


accagactga 


tcaataccca 


tggcttcaag 


45660 
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caattcctcc 


tgctttagcc 


tccccaagtg 


ctgggattac 


aggtgtaagc 


cagcacactt 


45720 


agatagaaac 


tttatttatt 


aagagaaaaa 


taccagtgtt 


tcaagttctt 


ttgcaaacgt 


45780 


gtgacattat 


aattcatttt 


tgacaaggag 


agtttttctg 


tttggtaaat 


acaattctat 


45840 


cttttttaaa 


aaagtagcct 


acaggaagtt 


atattttatg 


agtgagtctt 


tttagagcta 


45900 


ggttaacagt 


gaggtatatt 


taaaagcagc 


ctactgaatc 


tcaatgggac 


ttgagtacta 


45960 


tgaataagcc 


ttaatcctgt 


actgtaaggt 


tcatgaagag 


ttcatagcct 


ctgctgtcac 


46020 


tgatcaactg 


agcatcatgg 


gcagtatttt 


tttcactcat 


tatcattagg 


ttcaaatgtt 


46080 


tgtttgaacc 


ttctctttat 


agattaatct 


catatattta 


ctgccttaca 


tagtcattca 


46140 


aaatctgact 


gttattggca 


gaagtaatat 


ttttctaatc 


tctcctttca 


atgattaaaa 


46200 


ttacccatag 


cttctagaaa 


ttaagaaatc 


acgattagtt 


tttaggtaaa 


tgtacttttt 


46260 


gtgcaaatgg 


ataaagtgag 


gaatgtgtaa 


acacacatga 


aaaaaacaca 


taaaagaaat 


46320 


atattaagac 


ttagtgttcc 


tcctgttggg 


ccagcactgc 


catttgttgg 


ggaattgtat 


46380 


tctgatttaa 


accattgcca 


tttacatcta 


tgtgtaacat 


caaaagatgt 


agcatcatta 


46440 


ttattctaaa 


tacatacaat 


aattaatatt 


tggataaagc 


taccttcatg 


aaacctaaga 


46500 


aaaactaaat 


taaaaagaaa 


gaaagaaaga 


aaaatacact 


tagatagaag 


aaataaggtc 


46560 


tagtgattgg 


tagcacaata 


gagtgactat 


agttaacaat 


aatttattgt 


acatttcaaa 


46620 


atagctagaa 


aagaagattt 


ggaatgttcc 


taacaggaag 


aaatgatatt 


cttcctaaat 


46680 


gaagaatggg 


atattccact 


ttcccagatt 


tgatcgttac 


acagcatatg 


tttgtataat 


46740 


accacatgca 


ccccataaat 


acatacaact 


attgtgtatc 


ccaatattaa 


agattttttt 


46800 


gaaaaattta 


ttcctcaaga 


aaaggatcat 


gagtttaaga 


aaaaacagat 


tactagtcta 


46860 


ccagtgtcca 


gtagaccttt 


ctgtgttaat 


aaaagtgttc 


tgtatctaca 


ctatctaata 


46920 


tagtaactat 


gaaccatatg 


ttgccattga 


ttatttgaag 


tatatctggc 


aaagagatga 


46980 


attgactttt 


ttattttaat 


taatttacat 


tgaaatagcc 


acatgtgcct 


agcagctact 


47040 


agattggata 


gtgcaagttt 


atagagaaca 


caaggggtac 


atttgtagat 


aggagtggga 


47100 


tgtcaaaatg 


atgaggataa 


ttagaaagca 


tacatgagaa 


atattgtttt 


aagagtagaa 


47160 


tatgaaatgg 


gaacacagat 


taaaatagag 


tatgtatata 


tatacatata 


tatgtgtata 


47220 


tatatacata 


tgtatgtgta 


tatatataca 


tatatatgtg 


tgtgtgtata 


tatatatatt 


47280 


tataggccaa 


tatatggagg 


tagggtatat 


cctagtgtta 


agtgagtaaa 


gaatggatta 


47340 


ggtgatcgag 


ccacatgaga 


aggtgatatt 


attagaaaat 


tgaaagttgt 


atttgagatg 


47400 


atgaaaatga 


tatatttgaa 


ttgaaaagta 


aactgtagta 


aaataattca 


aataaatgaa 


47460 


tatttgggga 


actacttaag 


agaaaaatca 


taaaacatga 


ggagtcattc 


tttccccagt 


47520 


ccgccatgat 


caggccttag 


gatttaattg 


gcaatgagaa aatacctatg 
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ttaaactatc 


acatgaaaaa 


gcaatttatt 


atttt tcatg 


ccttcttaat 


aactctcaat 


4/04U 


agagatttag 


ttgatttgca 


tttttgcctg 


gttcaatcaa 


gaaattatcg 


cgtgacatca 


>1 7 7AA 


ggcaagttgc 


caaatttctt 


tggactatac 


ctataaaata 


aaatttgaaa 


atattagcta 


>l 77Cn 


gatctaaccc 


atttgtctcc 


ggatgtctgc 


aaagtggttg 


gaaatcacaa 


gcctaacctg 


4/O-lO 


atctgcagag 


gtgttacctt 


tggcaaactt 


atggtttttg 


tgtttgtttt 


gaaatctaag 


/« 700A 


gccaagcgcg 


gtggctcatg 


ccggtaatct 


caacactttg 


ggaggctgag 


gcgggtggat 


4/ 94U 


cacttgaggt 


caggagttcg 


agaccagcct 


ggccaacatg 


gcaaaacccc 


gtctctacta 


A O ArtA 

48000 


aaaatacaga 


aattagcccg 


gtgtagtggc 


atacgtctgt 


aatcccagct 


atttgggagg 


4o0oU 


ctgaggcagg 


agaatcgcct 


gaacctggga 


ggctgaggct 


gctgcagtga 


gcgccactgc 


4bl/U 


actccagcct 


gggcgacaaa 


gccaaacact 


gtctcagaaa 


aaaaaaaaaa 


aaaaggaaaa 


/lOI OA 

48180 


gagggagagg 


ggagggagag 


ggagagggaa 


tctaagccaa 


cactgtgaaa 


tattgtgaaa 


48Z40 


tatggagctt 


ctacctaaaa 


attcaaaatt 


t taaattcct 


tttaaaaata 


attggaatat 


48 _>00 


ctatggaata 


tctagcaata 


ctaagatgaa 


attcctctgg 


gttttcagtc 


acctgtaatt 


48ib0 


gacaccttta 


gatgttggca 


tgggctctca 


ggaagccaca 


gcctccacca 


atgcttttct 


A Q A ~)f\ 

4o4ZU 


tcctgacact 


gaagctaaat 


ttgggtggct 


agt tttcatt 


gtgctgttgc 


tt tcctcatg 


4o4o0 


ggaaagaaat 


accctttgct 


atttatat tg 


ctgtcaaatg 


ggaaaatgaa 


agacagccaa 


48_>4U 


ggaagatcat 


gtgactattt 


aaatacttca 


agtccattta 


ttctttatta 


gccttgtcct 


48600 


gttaggcatt 


-4^ ^ ^ -4- -4- 

taaatttttg 


atccctgcaa 


tagatgtttt 


ttgattaact 


gtatattaaa 


A OCCA 

48ob0 


aactatattt 


aacctgtttt 


gaatttgaat 


tctaaattgt 


a ^_ ^ ^ _4_ _4_ .4_ — ^ 

attttttcat 


gagagcaagt 


yl O "7 *> A 

48720 


gtcatttttg 


attcattgtg 


gattgtttaa 


catgttgcct 


aacaaatagc 


taatactaac 


A O 7 OA 

48780 


gtcataactt 


tttaattagt 


aaatttgaat 


ggataaatgg 


ccacttattg 


gcttatagaa 


/I O O /I A 

48840 


taaataaaaa 


catttttat t 


cagtcaagtg 


tttcatattt 


tttatcatct 


ccaggacatt 


y| O AAA 

48900 


gggcttgctc 


aaaaccattg 


ttaaaaaaaa 


aatggcaaat 


aatccagttc 


catcatgata 


48960 


tcattaatcc 


cacacctaag 


ctactgaaaa 


aaatatatta 


atattctggc 


tcattgcttt 




attt ttatgg 


taacacccac 


ctggtattaa 


taaccacaga 


gtacgaaaga 


aggcaaaggt 


a anon 


taaagcaaat 


aatagttttg 


aaaaattggt 


agtgaaaaaa 


gtcatgctat 


acggtatgta 


49140 


tataatagat 


atttaatgat 


tatgcttgct 


actagtatat 


gtaacaggac 


tattatagat 


49200 


taacaaaaat 


gcggtgagta 


tatttcttga 


ttatttttta 


aaagaataaa 


ttattattta 


49260 


aaaatacatg 


aattatttat 


tgattcttga 


atctttacca 


gctttctata 


attctaggaa 


49320 


gcctagaagc 


agaattgggc 


aggataaact 


ggcaaaaaat 


gtaaaaagta 


ggccgggcac 


49380 


ggtgggctac 


agtgagtcgt 


gaatgcgcag 


tgcacctgag 


tgatagatca 


agatcctgtc 


49440 
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tcaaaaaaaa 


aaaaaaaaaa 


aaaagaaaga 


aagaaagaaa 


aacaacaaca 


aaaacaaaag 


49500 


caaagtacta 


gggaaaacta 


atagacatag 


ttacatagtt 


aattgtgcca 


tatgttttaa 


49560 


ggcaatgaaa 


cttttatctt 


aatattcctt 


gcttactttt 


tattcaaaaa 


ccaaactgtg 


49620 


tataaaacct 


taaaattatt 


aggatctaaa 


aaataaaatc 


tttccttaaa 


aatctaaaat 


49680 


tgagatgtaa 


attattcaag 


agtgcttttt 


aaaacagttt 


tcttataaag 


gctattagga 


49740 


ttctaccact 


tagccacttt 


attatttagc 


cactatatta 


ctaagtttac 


atatttttaa 


49800 


aggtagtgaa 


aatataggga 


agacaaagct 


caggttaaaa 


gagtttctgg 


caaataaaat 


49860 


atatcctgat 


ggttagacta 


ctttgcttta 


tgttttctga 


aagaaaagca 


gtaaaaaaca 


49920 


gttcaggtag 


ttttgtgtca 


attaatctag 


aactatacca 


aaagtagaca 


tagaaaacga 


49980 


gagattgttt 


ttcagctttg 


gatctgctta 


tggcaataag 


cagacttgta 


ctattcaaca 


50040 


acattatgca 


ttcttcaact 


tttcccagaa 


taagggagct 


tcccaaatgc 


aatggtgcac 


50100 


ataactcatt 


ttctggcatt 


ttgcagccca 


gcatgaagaa 


gaaaaacaga 


gctaggagtt 


50160 


ttctggaagt 


caagtcaaaa 


acaccctgca 


aattcctatg 


gcagtcctcc 


tttccataag 


50220 


ctgcatagcc 


aaaaatgttt 


gccagacact 


tttatcactg 


ggtgtttcag 


tgttttcatt 


50280 


gtttaagcgt 


tttgctgact 


tgtgataatt 


aaaattatta 


ataatcatta 


aagaaagaaa 


50340 


aagtagaagt 


aaataatgtt 


aattatctgt 


ggttatcagt 


agaggtctgt 


atgttacccc 


50400 


agctttattt 


gacattgttt 


gtgatcagta 


aatcacagaa 


taaaattctg 


acatctaaac 


50460 


cttggctaga 


ggtctctata 


attttatgga 


gtctgtttcc 


tacaatctgt 


atgaaagata 


50520 


cttcaatatt 


ttaagtttac 


atgcacccat 


cttttttaga 


gtataatttt 


ataactattt 


50580 


ggtttatgtt 


gcttatgatt 


tacatcttag 


agtcttttaa 


ttctgtcttt 


tgcttaaagg 


50640 


aatattatgg 


atcaaatgac 


ctatatttta 


agaatacctt 


atggtttata 


tattaagaaa 


50700 


catttatata 


aaattctaaa 


gtaacttgct 


tgtactattt 


caattgaata 


acttaatgta 


50760 


tttcattcta 


ttcttctcat 


agtagataat 


aaaaagtaca 


tcatgattat 


tgtattcatt 


50820 


tatacttgtg 


gaattaattg 


aaaatagttt 


ttatagttaa 


agtctttctt 


tttattgttt 


50880 


tacaggctga 


agaaaaggct 


cattcagagg 


taaaaaaaaa 


tatgcaatat 


tttaatattt 


50940 


tctattttag 


tttgcattca 


tgatgaaatt 


agtcttgtga 


ccactagagg 


gctctgtgat 


51000 


acaatagcag 


aactccacag 


gactgctgaa 


gtaaggcagc 


taattgataa 


atggtctttg 


51060 


atattgcctc 


ttaaaaataa 


aatgaaagga 


agtttgtata 


gcaagctgtc 


ctttcacatt 


51120 


ctagattgag 


tcttagctca 


acacctaata 


agttttctat 


aatagtaagc 


actcattaag 


51180 


tcattgataa 


atgaaggtct 


atggtcttcc 


tattttatta 


cagtcttttt 


cccactccct 


51240 


gtaagaccat 


ctacacagga 


taatggttga 


aacttgggca 


ccaagcctcc 


acaacacagg 


51300 


atactagcat 


ctcagactat 


ctgttttgtg 


tcattatctt 


gttgcctcta 


actgccattt 


51360 
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tatgtgtggt 


gtgtcaccta 


ttgttctaat 


cacatatttc 


acaaatacat 


atttggttgc 


c 1 a on 


actcgtgagc 


aaatcaaact 


gcattcagga 


aagaatacta 


4- 4- 4- 4- ~> n^4.4_ — 

ttttaatttc 


ccttggtaaa 




acatttgtcc 


tggtcaaaga 


gagcaggagg 


actttaatta 


tgactttatt 


caaggtgagg 


CI C/1A 


taatggctgt 


4_4->-.- l 4-4- / -_«4_4- 

ttgattggtt 


tacactgagg 


caatcagaca 


acagagaaaa 


aaaatgeett 


c i cr\r\ 
jIdUU 


aacaacagct 


tttgcaaaag 


tattcct ttc 


ctttgaagtc 


ttattttatt 


agectttaaa 


blbbU 


aataaaattt 


-4- n s~ 4~ 4- /~i -4- -4- 

gtgcxaxgxx 


xaaaaa Larx. 


tgaaaattat 


tgattaaacc 


aatttgtctt 


C 1 7*>A 


tataatctct 


gaaccaaaga 


gtggatatga 


tttttaaaaa 


tcaaagtggt 


tttatttaca 




tcacatggac 


atgacaaagc 


t tcraacac l 


gatcatagta 


tagctactga agcatcgaaa 


-)lo4U 


tgctacatct 


-i4-4-4- ( -<,-- 1 -4-4 . 

atttgectta 


gtagtagtta 


ttcaactccc 


cttttatcat tgatgctgta 




tcatgag tta 


tggtttaaaa 


aaacaatttc 


aatcacttta 


cagtttcctg 


gattatattt 




taaagatact 


ggaatcatgt 


aatagagact 


atttaatttg 


agaaatgetc 


tttgagtttg 




gatTcau tta 


tgaa taaaa l 


agacgctgta 


ttttctgaaa 


tcattcatag 


tcattatctt 


c: one a 


a Lciaa xg xaa 


agcaaaugi.L 


axxLuagac l 


9999tgtatc 


tgttccggaa aaaaaaaaaa 




acaggaacga 


agxagaa tea 


ca l t ugg uga 


aa l Laraxaa 


gtgtctactg 


tttccagctt 




agagttctct 


actttgttag 


agtgtttgag 


ttgaccacca 


tttattttca 


acaaaatcta 




atgcccgggg 


caaaaactag 


acagttaata 


aactatgtca 


agaattctct 


ttcaaactga 




gacagcatxc 


caaaagttca 


actacaacta 


4- n « a 4- -« a _ 4> 

tagataagat 


ttgtttttga 


agaaatgaga 




*^ ^1 *^ "#-/"■ ~I ~"1 

agCdLCdddd 


g tagaatg tt 


xaaca rccaa 


g xaacxgaaa 


tcccttgaga 


ctagatatat 


DZ44U 


acxxaxagaa 


cc rag tgtca 


gattgtta ta 


aaxgt xctat 


ccttattagt 


cacaacatga 


C ") C AA 


gacxxgcaga 


acaaaexgea 


gaaagtgctt 


gaa xxaaaac 


tttaaacatg 


atataatata 




tccttaccct 


tttctgtttc 


agttttattg 


gagtgtgaac 


ttaactaaaa 


agaaagatac 




cttagaatat 


acattatatt 


ggtttatcta 


attagttgea 


cctatcattg 


gttttttccc 


COCOA 


ctgattttta 


agatgtggat 


aagctataaa 


gcatc rctga 


gctaataata 


actcactaaa 


C 07/1 A 

3Z/4U 


taaaggtctt 


gataatacag 


atttgggaag 


y-i /— 4- 4- 4~ ^* *f~ r* 

gc ttc re tgc 


agtcattgaa 


actccagcca 


C 0 QAA 


ataacaattt 


aaatg tgaac 


tgattaaatg 


l xgaa l taag 


cccaagtttt 


agtgattgca 


C 0 OCA 


ggatattcca 


tagectttga 


gaagttttca 


aactatgaga 


aattaaaatg 


tacagaggaa 


52920 


aaaaaaacct 


aagattttct 


gaaaaagaac 


atggagtatc 


ttttactaaa 


aaagaacaag 


52980 


aaaaatatgt 


gtgtatatac 


agtttttata 


aagaaaatat 


ttttctacag 


ttttattacc 


53040 


acagtttttc 


tagaaggaga 


agaatcaata 


cagagggtaa 


actgetcttg agtcatttgc 


53100 


catttgaggg 


atggcaaatg 


gagcaagtga 


gcgtactttg 


atttgtagat 


tagagtttga 


53160 


cacataacac 


tttgcttttg 


aatgacattt 


gcttgttact 


gtggagtcag 


tgttcatatc 


53220 
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ctttattttc 


aggagttgct 


Corrected Sequence Listing2.ST25 
gctgatacaa tggggttaga atgagctaaa tacagcattt 




gctttcttgg 


tttgaattct 


gggttttaag 


taaaaatcta 


cttgcctatt 


ccattgattt 


b3 o4U 


ttttaattgc 


attcagcaaa 


tccataaact 


gcggagagag 


ctggttgcat 


cacaagaaaa 


b:>4UU 


agttgctacc 


ctcacatctc 


agctttcagc 


aaatgtaagt 


cacttcattt 


ttaaaatata 


c o a cn 
b34oU 


ttacaacaaa 


tttttataga 


ggaaaatgaa 


atcattttag 


taacaaactt 


acaaattttc 


bib/U 


agtgcctgat 


acagacttag 


attaccaact 


agcaggactc 


ataaaaagtt 


aacatttttt 


r *> c orx 


gcctactcag 


taataaaatg 


taaatccaaa 


ctgatgagag 


gcagcaatat 


ggttaaaatg 


b JD4U 


gcttgttgtt 


tctaataaga 


ttggaaacaa 


tagtaacagc 


catatgggtt 


acttcttttc 


d5 / UU 


ttgtttgcta 


tttttattac 


tcctcttgca 


taagattccc 


tgacaatgta 


agaggggttg 


bJ/oU 


ttagtgtttg 


actttggaag 


ataaaatatt 


cctgtgccca 


gcctccttca 


tctcaatgta 


bJozU 


ttgaacaatt 


tgttaagcat 


ccagttaatt 


ctaaaatatg 


aaattaggtc 


taaataggga 


C3QOA 


tagcttagct 


gcactgtgga 


tgagatatgg 


tttgctcaaa 


aaaccttggc 


agccttctca 


C 3 QA f\ 


tagcaattta 


aaagggtaca 


cttttactgg 


caccagagca 


gcccaggatg 


gcagaaatga 


c a aaa 
b4UUU 


tgacaatgaa 


gaccgtcaat 


taaattaaca 


tttactgaat 


atcttccact 


gtgtcaggga 


b4UbU 


gcactcagag 


tagatgcaga 


atgataaagg 


agaaatgtgg 


cactgttccc 


agtcctgagg 


b4±^U 


agcaatggtg 


ttaagaacag 


cagtgagggg 


taaggaaatg 


cctgctattt 


tgccatatgt 


C A 1 Q A 

b41oU 


cttacctctc 


tcactcaaca 


gtcctttgct 


cagttctgct 


gcatagcttt 


gggcctgctc 


C A 1A A 

b4z4U 


tgtgcctccc 


cacccctccc 


actgctcctc 


tactgagttt 


ttctatctcc 


tagacaaagc 


b4 oUU 


atgatatgtc 


aagagtgagc 


aggtgcagac 


ccacagtgta 


agacttgaat 


aagagccatt 


c a 3£A 


tttaaatttt 


ttttaagcta 


tcattgtgca 


atataaattc 


taagtatgtg 


tatcatttca 


C A A *5 A 


ttcacaatgt 


attcatttta 


gcactgtatt 


tgaattgatt 


ttattttctg 


aaatttggga 


C /I ^ Q A 


gaattaattt 


tggatttatt 


ctatttattt 


ttaatagatg 


gtgttaggag 


attcctgaaa 


C /I C /I A 

b4b4U 


ataatagcag 


tttttagata 


attgtttaag 


caatatgaga 


aaataagggt 


attatttaac 


C /I CAA 

b4bUU 


cttgttgtgt 


ttttaaagag 


atagtccaga 


ggcaaccgta 


aattttataa 


tataggctac 


b4bbU 


atgtatagaa 


gtatgaaata 


ttgttgtcta 


ggttcctgaa 


tttgtaccca 


gaggaagtag 


C >l A 

b47/>0 


aataatgtaa 


atgtcagaac 


ctcctgggtt 


gtgtttatct 


gcaataagaa 


aggctcaatg 


b47oU 


gcaaacctta 


tttattagat 


tgtcaggata 


cttgcagatg 


tcttgaatga 


ttactcaggg 


C >l O A A 


tttcatttta 


tttttaatgt 


cccttggttg 


agctcatcat 


ataattcaga 


tattggaata 


54900 


ataaatggct 


gctagacata 


gtggaagatg 


ggctgatact 


ttccatttga 


aatgtaatga 


54960 


tgcttattgt 


cttcaaaaga 


aaaaactaaa 


atggtatttc 


acattttttt 


gtttttgttt 


55020 


ttgttttttt 


ttctctgaga 


atctcattct 


tactcatgat 


tattggtttc 


ttgtgtacca 


55080 


tttcaacatt 


tttctattat 


atgctaatgt 


gtatatatac ttaatacaca 
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cgtgcaaaag 


55140 
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cttccacaca 


cacacacaca 


cacacacaca 


cacacacaca 


cacacataca 


cacacatacg 




gaaccaaatt 


ctaacatagg 


ggaataatct 


tcggagtgaa 


ctctgtgctg 


ctgtttgaaa 




atggagatat 


aattttagaa 


aggttcctgc 


agttggctac 


ccacctcgtc 


tgctctaatt 




atgcttgtca 


cactatt ttc 


actgatgtgt 


4--4--4-S . 4. n > / .i- 

tttcatgact 


ttagggcatg 


aattctcagc 


r r n On 


tgggtgttaa 


tatgaccaac 


aaagggtgaa 


aacaggttct 


4-~ / *.,_^->4-4-4-4-4-4- 

tgcatttttt 


taagtactct 


r r /I A A 

5 544U 


4- -4— -4- -4- —i -4~ r^m 4- ft — \ 

tt ttatgtga 


aaagcacaga 


tatgeagata 


atacataact 


gaacatccag 


catatctgtg 


err An 


gctttaaaat 


atcacgaaga 


agagcacaat 


tagggaaaag 


aaaacatcta 


tagtgtttcc 


rrrcn 


ctaggggaac 


aatcatttaa 


aaaaaaataa 


aaataaggaa 


cacagactag 


aagcagcagt 




gccaaataga 


taattcatgc 


■4^ — a 4- #~ -4- -4- -4— r~\ <4- 

tagtctttgt 


gttaatttaa 


aaagtgctag 


tcttggagac 


C C CQ A 


aaacgcccaa 


attgctctag 


gttccactca 


gctgtatgtg 


ttatcattag 


4- -v 4- 4- -1 4- 4- 4- 

tattaacttt 




tgcacgctga 


tgggagactg 


atatatatcc 


4- -4- -f- -4- -4~ — 4.-4- 

tgttttatgt 


tcctttaaac 


aatttataat 




gtaatttaga 


aacct tc tea 


aatcacatta 


gatccacaca 


aaaacctgta 


catagcagct 


cro ^:a 


t Ldttt LLLcl 


atagecaaag 


aaaggaaaca 


accaaaaata 


tcccttaata 


ggccagttaa 


r r n ~) a 


taaacaaatt 


ctgatacatc 


tatatcatgg 


actactactc 


agcaatataa 


agaaatgact 


j jyou 


attgatacgt 


gcatcaactt 


gggtggatcc 


caggggtatt 


atgctgagtg 


aaaaaagaca 


C CLPkA f\ 

jo04U 


gttatagaag 


4. — . _ .-1 — 4- 4. 4- 

gtcaaatttt 


gtataattcc 


atttatataa 


cattccagaa 


atggcaaaat 


bblUO 


taaagaaaca 


gagaacagat 


tagtgattgc 


taagggctaa 


ggatgaagga 


gagagagagg 


bblbU 


tagtgtgact 


ataggaagag 


ggagatcttt 


agttttgtat 


tttgaatgag 


atggccatca 


ro^A 

bbz^U 


catgaatcca 


catatgtcaa 


tctattaatg 


taaatcaata 


4- 4- 4- -v 4- 4_ — >— 4- 

ttgtattcct 


ggctttgata 


coon 


tataatataa 


ttttataaga 


tatataatca 


ttgggggaaa 


ctggatgaag 


gatacaaggg 


r c O A A 


acctccctgt 


actatctttg 


caacttcttg 


tgtatataat 


tataaaatat 


ataatgtatt 


CCA AA 


aaaatgtata 


aaataatatt 


ttaagtatca 


gatactgatc 


tttactcagt 


atatgaagtg 


bb4b0 


ttctatcata 


aegtaacatg 


— 4_4.4_4_— ,_4-4-4- 

cttttccttt 


_ 4>4>4. n 4 1 />n4,~ 

atttgtggta 


ttttagtttc 


aaactaaaat 


rrrnA 

bbb/:0 


ataaatcacc 


taaagatcta 


cgacagttct 


tttgaaaaaa 


aatcttgett 


ttaatttccc 


rrron 

bbboO 


aggag t z tea 


accttaatcc 


4_ y 4. .~ 4~ 4_ 4_ ^ n 4. 

tctctttagt 


/ ^t4-4-4- / ~4--4--4- -> 4- 

gtttctttat 


ttggtagtga 


tagggactat 


bbb4U 


caaagcttct 


taccatcaaa 


tacatttact 


gactaaaaat 


agaaaaataa 


tttacattgt 


56700 


aaaaatgtac 


aaattgaatg 


acagtcaaaa 


ggtacaggta 


atgaagatat 


gcattaacat 


56760 


ctacttttaa 


aaaaaagttt 


attaaaattc 


tcttttagac 


taatgcagta 


tctgggaatt 


56820 


tatataaata 


gatatgtata 


taaatgacta 


ttaaacaatt 


ttaatgtcag 


ttatatttta 


56880 


aacattttaa 


taatattgtt 


ataactatgg 


gggtaaaatt 


ttgtatatat 


ctgaacattt 


56940 


ttgttcttaa 


ggaaataatc 


atttttacat 


atccaggaat 


ttgaattact 


ctcaagtcac 


57000 
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ctattaatta 


caagtcattt 


tgaactcatt 


cattttcttt 


gtgtttgctt 


tataatgtca 


57060 


ttttagattt 


catgcatcat 


aatcagccat 


caaataattt 


agttaatact 


tgatttttcc 


57120 


tcagttgtaa 


gaagtgctgt 


gtttaaattt 


cattcagaat 


gtttcatttc 


atctgaatta 


57180 


atatctgtta 


atgtatgtaa 


tatacacata 


tttttaacat 


gcatgtactt 


aaattgatta 


57240 


tagggacttg 


gtaaaattac 


ttatttatag 


gatattttaa 


atataatcaa 


ggatttttta 


57300 


aatctacagt 


tcccatttga 


aagtaaaagt 


aagtctttgt 


ttactagttt 


gttcacagta 


57360 


caagtaaact 


ttctaccttt 


tggttaaatg 


tgagtgcagc 


ccccacagtg 


agaaattgtt 


57420 


atattagaac 


tctaatagct 


ataatttata 


gggatgaatt 


tcaatgagtt 


tggttctaag 


57480 


aaataatctg 


ttggttttaa 


caacattttt 


aagtatcaga 


tattcatctt 


tactcagtat 


57540 


gtgacatgta 


ctctcatagc 


ttacgtgctt 


ttcctttatt 


tggggtgttt 


tttatatatt 


57600 


aattggtata 


tcgcatattt 


aaacttggca 


taattacatt 


tatatggact 


ctaaacaata 


57660 


acttgtattt 


taatttttaa 


atttgaaatg 


catctatgtc 


tctgttaaaa 


tgcatttctt 


57720 


tccctttgcc 


caaatggggt 


atggtaagtc 


aagagagtct 


ctagttagct 


cacctctcat 


57780 


ttgactggca 


gagtaaagcc 


cttgttcagt 


agaatgtgtg 


ttaagccttc 


cctccctttt 


57840 


gtaaagttgt 


tctgaacaga 


gctgcataaa 


accacaggta 


aagtgttaag 


ctgattctac 


57900 


tagcatgtcc 


ttagaaagga 


gagcggttat 


attggcaggt 


cctattgcct 


ggcgtttctg 


57960 


atcaataact 


caccaacaaa 


cagaaaacag 


aagccgcaca 


aggaaaggca 


gaactaaata 


58020 


aatggtaata 


gcaaacaata 


agccagatag 


cctctggcct 


ctcgcccaca 


ccttaaggca 


58080 


gctgggtcag 


gtgggatgct 


tttgtttgtc 


ttttaacgta 


ttttctttac 


aaatctcagc 


58140 


cattacataa 


tttggaaatg 


gacacaaggc 


tagttattac 


taacattttt 


aaagacatta 


58200 


ctgaatgaat 


gtgtaagaaa 


acaaaaggtc 


ctttttgcct 


ttcagcagat 


aagtctttta 


58260 


accaaaaatc 


tcttgggtat 


tttgagattg 


tgttctactt 


ctttgcttat 


ttaatatttt 


58320 


cataaaattt 


gctagttact 


cttgcttttt 


tgcatctctt 


ctaagagaaa 


acaattggtg 


58380 


catattatta 


atgagaaaca 


cttcagtgtt 


tggacaattt 


tttgtagtgg 


aaaagaaatg 


58440 


tgaaacttta 


tgttgcagaa 


tcattcttgg 


ttcaactaac 


tactaatttt 


aaaacataaa 


58500 


gtcttaaata 


tatataaagt 


ttatatgggt 


aaatatatat 


tacatataat 


atatgtttta 


58560 


tatttataca 


taatatacta 


tatatttata 


catgatatac 


taaatatttt 


cccatataaa 


58620 


taataaaatg 


ctctaggcat 


atatgtgtgt 


gtgtgtatat 


atgtatatat 


atatatacct 


58680 


tcataacata 


catatataaa 


atactatatt 


atatatactc 


taggtataca 


tatatgccta 


58740 


tatatgcacc 


tatatattta 


tatattacta 


tataatatat 


agtatatatt 


actatatata 


58800 


ctactatata 


ttactatata 


atatatagta 


tatatatagt 


atatattata 


tagtaatata 


58860 


ttactatata 


atatataaat 


atatgtgtgt 


atatatatat 


atgcctagag 


tgtttttaat 


58920 
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ttgtcagtgg 


gctgtctctg 


taatctatat 


gaagaaataa 


aatgtagacg 


ttatgtataa 


58980 


tgatatttca 


tcttgttgtg 


tggcatcata 


gtaattctct 


ttacatatct 


attcagatta 


59040 


cttttgcacc 


agcctaatac 


attgtatgat 


tccaaaacca 


aagagagtat 


ggattgaaat 


59100 


gatattccct 


ttactaatac 


tcagtcttgt 


ctattttatt 


acctttatag 


acttcaccta 


59160 


acacaagtca 


ggggatattt 


atcatcatat 


taatacaatt 


ttactctgac 


cttaaaatta 


59220 


tgcaactgct 


aaaggaaaaa 


tcagaaccaa 


ataaactgtc 


attaacaacc 


cccctgaaaa 


59280 


tccatatttt 


ttaaaagtca 


ttttatcaag 


tctctcagac 


aagatgtgat 


accctataag 


59340 


tttaatcagt 


tttactttcc 


attttctctt 


cattaaggtg 


ataaagatta 


tcattagtag 


59400 


aaaaattttc 


ccttatttgc 


ctccttttcc 


atttacccta 


ttgagtgaga 


aatttagcct 


59460 


ctcataactt 


ctaaagtagc 


aatgttaatc 


tgataaacta 


aaccaaggtg 


agataaattt 


59520 


aagacaatat 


tttttttctt 


caacttttaa 


gttctggcgt 


acatgggcag 


gatatgcagg 


59580 


tttgttacat 


gggtcaacat 


atgccatagt 


gatttgctgc 


acagatcaac 


tcatcgccta 


59640 


gatattaagc 


ccaccatcca 


ttagctattc 


ttcctgattc 


tctccctccc 


ctaactccca 


59700 


ctgacaggcc 


ctagtgtgtg 


ttgttcccca 


ccatgtgccc 


acgtgttctc 


atcgttctac 


59760 


tcccacttat 


aagtgagaag 


aagtggtgtt 


tggttttctc 


ttcctgtgtt 


agtttgctga 


59820 


ggataatggc 


ttccagctcc 


atccatgtcc 


ctccaaagga 


catgacctca 


ttccttttta 


c rt o o f\ 

59880 


tagctgcata 


gtattccatg 


gtgtatatgt 


accacatttt 


ctttatccag 


tttatcattg 


C Art/! A 

59940 


gcatttgggt 


tgatttcatg 


tctttgctat 


tgtgactagt 


gctgcagtga 


acataatgca 


60000 


tgcaggtatc 


tttataatag 


aattatttat 


attcctttgg 


gtatataccc 


agtaatggga 


60060 


ttactgggtc 


aatttctgct 


tccagatctt 


tgaggaatca 


tcacactgtc 


ttccacattg 


60120 


gttgaactaa 


tttactctcc 


caccaacagt 


gtaaaagcat 


tcctttttct 


ctgaaacctc 


60180 


tgcagcacct 


gttatttctt 


gactttaata 


atcaccattc 


tgactgctgt 


gagatggtat 


60240 


ctcattgtgg 


ttttgatgtt 


accctttttt 


ttatatgttt 


gttggctgca 


tgactgtctt 


60300 


cttgtaagtg 


tctattcata 


tcctgtctat 


tcatgtcttt 


gcccactttt 


taatggggaa 


60360 


gtttgttttt 


tacttgcgca 


tttgttgaag 


ttccttgtag 


actctagata 


ttagaccttt 


60420 


gtcaaatgga 


tagattccac 


aaatgttctc 


ccattctgca 


gattgtctgt 


tcactctgat 


60480 


gatagtttct 


tttgctatgc 


tgaaggtctt 


taattagatc 


ctatttgtca 


acttttgctt 


60540 


ttgttgcaat 


tgcttttgga 


gtttttgtca 


taaaatcttt 


gcccttacct 


atgtcttgaa 


60600 


taatattgcc 


cagattttgt 


tctagggttt 


ttatagtttt 


tggattttac 


ttgtaagtct 


60660 


ttaatccatc 


ttgggttaat 


ttttgtataa 


ggtataagga 


agtggtccag 


ttttaatttt 


60720 


ctgtatatgg 


ctagtcagtt 


ctaccagcac 


catttattaa 


ttgttttttc 


agtttcccca 


60780 
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ttgcttgttt 


ttgtcaggtt 


tgtcgaagat 


cagatggttg 


taggtgtttt 


tcactaacat 


60840 


aatcataaca 


tacatttcat 


tgaaaacaac 


acgactcaaa 


atgttcttta 


gtaaccagtt 


60900 


ataagttttt 


ttgtgcataa 


ttacaaactg 


ccattctaat 


cataaacatt 


ttgtggttac 


60960 


ttatagctag 


aaaatgtgag 


taatatagtt 


tatacagcat 


actctttaca 


atcccgattt 


61020 


ctttgtcaaa 


ctttaattca 


tattaaattg 


ataaagtata 


cacaaagggt 


aaaggagagt 


61080 


aattttcttc 


aagtttcaca 


tttaaggatt 


catagtagaa 


tgattaaacc 


ttacatttct 


61140 


ccactataag 


gagaattaaa 


atggaaatat 


tgagtaaaat 


cttacatttc 


atttagtaag 


61200 


tgctaataaa 


gggtttctgc 


cataattttc 


cttattttaa 


aagaaaacac 


acaattttag 


61260 


ttttaggttt 


tagtaaccaa 


ttttatgggc 


atagtgggaa 


tatttctaac 


aggttaaact 


61320 


gaagtgacca 


tcatgggcat 


atatatatat 


tttaaattca 


catatatgaa 


tactatacag 


61380 


taaaaactaa 


cttatgctac 


ataccacatg 


gatgaatctc 


aaaacccatg 


taaagcaaaa 


61440 


gaaaaccaca 


aaagaatcat 


gccatttgat 


tacacttggg 


tggtttttaa 


aacaggcata 


61500 


tctaaacata 


gtgctttaaa 


gtgtaagctt 


gggtaggaaa 


aactataaag 


aaaagcaaga 


61560 


aaataattac 


cacagaagtt 


atgtagaggt 


tatctttggg 


gaaggaagag 


ggaataataa 


61620 


gagagggaca 


aagaagagct 


tcttggttct 


tgaaatgtcc 


tatttcttga 


cttggctggt 


61680 


gaatgcatga 


atgttcacta 


tgtgataagt 


cagggggctg 


ttttcatttt 


gttcactttt 


61740 


atatatgtgt 


ggatttttcc 


acagttgaaa 


aggtaaagtt 


caggtgtggt 


ggctcacacc 


61800 


tataatccca 


gccaacactt 


tgcggggcca 


aggtgggaag 


aattacttga 


ggctaggagt 


61860 


tggagagtaa 


cccaggcaac 


agggtgaggc 


actgtctcta 


cagaaaatga 


aaaaaaaaaa 


61920 


aaaaaagtag 


ctgggcatgt 


tggtacatgc 


ctatagttct 


tgctacttgg 


gaggctgagg 


61980 


caagaggatc 


actttagccc 


aggagtttaa 


gcctgcagtg 


aactagggtt 


gtggcactgc 


62040 


actccagcct 


gggtggcagc 


aagacactga 


gtaaaagaat 


aaaataaata 


attaaaagtt 


62100 


aaaatatagg 


aaaaaatgag 


catagcctta 


tgctaatttt 


tcagttacta 


ggtctgatat 


62160 


catcacattc 


cttgcttgtc 


attgaaaatt 


ttttaaacta 


tgatactttt 


ttttagtggt 


62220 


atttatccaa 


ttaaatctgc 


taacaaattt 


ggtgtataaa 


tctcaagggt 


aagggtatgt 


62280 


ggagagtggg 


tgtgtttgtg 


tgagagagag 


agagagaaga 


gggggaggag 


aaaaagaagg 


62340 


aagagggaag 


gaatggaaaa 


agataataaa 


gagttgttct 


gatagattaa 


tctttagtag 


62400 


atgtattccc 


tacaaattgt 


ttttctccat 


attgcagtgt 


caggtaaaga 


aaggcatccc 


62460 


aggatgaatt 


cagagctagg 


aacatgcacc 


tttgtatcat 


aatgctaatg 


gaaggaacat 


62520 


gtacattcta 


actgttacca 


ataatggaat 


atatttccgt 


tattaagtaa 


taagctttaa 


62580 


ttctttgtat 


ttttgtgatc 


catttgatag 


taggtgcctc 


agcatttcca 


ctctgctata 


62640 


agtacatgga 


gatatatttt 


atttaagtca 


tcttattcat 


gtctttcaaa 


aagaaattca 


62700 
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tttttggcca 


aggatttcca 


aattttgccc 


catatatagg 


tatagtttat 


tatagacttc 


62760 


gtttgcaaaa 


tattaaatcc 


ttatatcctt 


ttagggacac 


aataaaattt 


tataagtttg 


62820 


agataatgta 


cttgcagttc 


tacctcaggc 


cgtggtgaga 


gattgaagtg 


cctcttcatt 


62880 


4_ 4- _ -\ s— -4- 4~ 4- 

t taacatttt 


gggttcaagt 


tgttgcataa 


gggcatgcaa 


atggaaactg 


gcctattttt 


62940 


gagctttaat 


aaaatcgtca 


aatacttctt 


aatcttaaga 


gttatagtta 


tgtactacaa 


63000 


tatgtataat 


4- -~ .A- ~~ -A- — * _ -4- 

tctctaatat 


ttaaaacaaa 


acctgaaagc 


cacaaaagct 


tactgtgaaa 


63060 


taaaatgtga 


tggaatatta 


tttctaactg 


gcttacctgt 


atttccttca 


ttgaagggaa 


63120 


tatgaagtag 


aaaagccctt 


ttattgaaaa 


gagtttggaa 


agtaaagata 


actcttttca 


rni on 

63180 


attcaattct 


ttgtaagtag 


aaaaagagta 


aagataatgt 


ttagctgtca 


gcagatgtct 


a 0 ~i A c\ 

63240 


gacacttgat 


ggagcgtatc 


attacaatag 


agcagctaac 


aatatctgca 


aaggtcatca 


coo r\ a 

63300 


tgaaagtata 


aaaatgagga 


atatttgtcc 


attgaccatt 


tcagtgacct 


,«*4-4-4-4-4-n,m.m.>-> 

ctttttgggc 


63360 


tttaagtCLa 


aaaatcr tgg 


cagatcagaa 


4-4-4-- 4 4--«4-4-y— 

ct ttatattc 


ggcattttga 


gtgtcaaatc 




uCLacangaL 


gtgcaagLca 


gaaggagtta 


ttacttgcaa 


aataccatct 


tctttcagaa 


CD a on 


gttaaactca 


cattaaatgc 


caggagactg 


aaacactgat 


tttaagaaga 


caaagtttag 


a 0 C A A 

63b40 


aaaagatgaa 


tgaaaatgtg 


tgttaaagaa 


gagtcaccag 


tcagagctaa 


ctatgatagt 


63600 


catagtat tt 


aaagagttgg 


aacacatgaa 


attaagcatt 


ttgtaaaatg 


aaggcttttc 


63660 


atccatccac 


ataagattct 


gacatttaaa 


ctatgtttct 


tccattctgt 


tcacaggctc 


63720 


accttgtagc 


agcttttgaa 


aagagcttag 


ggaatatgac 


tggccgattg 


caaagtctaa 


63780 


ctatgacagc 


ggaacaaaag 


gtatgttcag 


aaattgccac 


tggagactga 


aagaagacag 


53840 


caaattgcat 


aggattctta 


aataatacct 


gaagctcctt 


aaaaataata 


ttccaggctg 


63900 


agtgcagagg 


ctcatgcctg 


taatctcacc 


actttgggag 


accaaggtgg 


gtggatcact 


/■inert 

63960 


taaggtcagg 


agttcgagac 


cagcctggcc 


aacgtggtaa 


aatcccatct 


ctactaaaaa 


64020 


cacacacaaa 


aaattagctg 


ggcatggtgg 


cgggtacctg 


taatcccagc 


tacgcaggag 


64080 


gctgaggcag 


gagaatcact 


tgaacccagg 


aggcagagga 


cgcagtgagc 


caagatcaca 


64140 


ccactgcact 


ccagcctggg 


agacagaaca 


aaaaaaagag 


taataataat 


aaaataatat 


64200 


tcaattctat 


actaaattaa 


aacaatgata 


atacctttct 


tttcagattt 


taatttaaag 


64260 


attttatcag 


tttactccat 


attggaacac 


acaaaggcaa 


acaaaatcct 


tgctgggcag 


64320 


tctattaatt 


tacttctgga 


tggaactagt 


aaaagaatac 


tgaatgttaa 


gaaagagaaa 


64380 


cagtcacata 


agagaatatt 


ctgggggcaa 


actgttatgc 


agttgacaag 


aatcacactt 


64440 


tgataagaac 


tttcacaaat 


acatggtcac 


taaatccagc 


tatagggcat 


ggctgtaggc 


64500 


taagacacac 


aggaaggatg 


cctgggactc 


tgccaagtaa 


gggacttcag 


gttacagcag 


64560 
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ctatgaaaca 


aaggccaatc 


ctgtgtaatt 


ttgaaataac 


aagaactagt 


tgccatctag 


64620 


ggatatcacc 


tttgaagaaa 


agtcatttgt 


tatatcaaaa 


tacttaaaat 


gaacctaaag 


64680 


gattttatgg 


tatgaaagaa 


ggtataccaa 


aaagaaagga 


acggagaatt 


tagttcacga 


64740 


agacaaatgt 


attaaaaagg 


tccatactgc 


atagaaagcc 


tggtcacctt 


tcctgtgatg 


64800 


accagttagc 


ttacttctct 


gctgttagtc 


cagtggcctt 


aacttccttg 


gataggtatc 


64860 


agagataggt 


gaaacctata 


gaattctatg 


gagtgtgtgt 


gtgtgtgtgt 


gtgcgtgcgt 


64920 


gtgtgtgtgt 


gtgtgtgtat 


gaaaactgta 


aatgtgcata 


aatgatcagg 


tgtccagagc 


64980 


tttcatctaa 


ttctcaaaga 


gacccattat 


atcagaagtt 


ttgggtattt 


tcaagaatgc 


65040 


gttcctctat 


ctatccatag 


gaatggcttc 


agttttgtct 


ttagattctg 


taagttatgt 


65100 


gattagcttt 


acaaaagtag 


tatgtattac 


caaattttgt 


cactttacaa 


aagtttattt 


65160 


ttaaaacaga 


atgaatagtt 


caatgaaatc 


aaaagagtaa 


atcgaatatt 


cttataattg 


65220 


ccaagtatta 


ttagcacatt 


gtattctctc 


tcatattctc 


cgtataccct 


gcccgtgaga 


65280 


gagaatatta 


tccattcctg 


gaaaatctgt 


tctagcacag 


ctaacaaact 


ccttttgaaa 


65340 


cataaatttt 


cctttctttc 


ctccctccct 


ccctccttcc 


ctcccttcct 


tcctttttcc 


65400 


ttttctttcc 


ttccttcctg 


cctcttttct 


atccttcctt 


tctcctccct 


tacacccttt 


65460 


cttccttctt 


ttccccctct 


gtctccctct 


ctttcttttt 


tgctgcagct 


tgtcacttca 


65520 


ctatgtaata 


taagaaccca 


gcaaatagaa 


ttagaaggct 


ttttagagca 


gctgacggga 


65580 


aagaataaaa 


acactggccc 


ccagtattct 


tgaatgagaa 


ttctggctat 


gtctgttaaa 


65640 


agctgggtaa 


tcttgagcaa 


gtttatctaa 


cctttcttga 


acctcaaatt 


caccttctta 


65700 


aaagtgggga 


tgataatgac 


taccttgtag 


gatcaccatg 


aggagtaaat 


cagatactgt 


65760 


tatcatgtca 


catgctaggg 


gctaccaaaa 


aatattacct 


tcctttacat 


ttctcttttt 


65820 


cccttgaaaa 


ttataagata 


acaccaaatt 


cctcactggg 


catataccaa 


gcatattgtt 


65880 


ggaaatgagt 


gttagaattt 


aagtctcaat 


atctttaata 


agtcaaaatt 


aatagaattt 


65940 


ttgtcctcca 


cccaatattt 


tcttgaactc 


tgttatatct 


gtaagtgaat 


tttctcatag 


66000 


aaacatacag 


agaattttct 


catatacata 


tagaaaaaaa 


tgtagaggta 


tgttaatgta 


66060 


taatgcctat 


gattaatgcc 


tgaatattta 


aaaataattt 


ctataacata 


agagatttta 


66120 


taatgtgtct 


acataatcct 


taaaataaca 


ttgccaaaat 


tataaaattt 


tctcagaaga 


66180 


tatcagaatg 


tctcatattg 


tccttatcac 


ttttttaact 


gaaaataaaa 


tcacttcttt 


66240 


ttgaattgca 


aactgtatac 


acacaacaat 


catggttaac 


tagtttatta 


atttgagatt 


66300 


ataacttgcc 


tattctcaaa 


gtgatattta 


aaagcctata 


aaattatttg 


caatgtgaaa 


66360 


tggtataatt 


caaagacaga 


atctaattaa 


aaccagtaga 


ataatgtata 


taacaatata 


66420 


cctcagccta 


gataattact 


actgcaaggc 


actgaaatga 


attgaatttc 


aaggaagcta 


66480 
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tggtacaaag 


ggagattgtt 


aggtgtgttt 


tattctcatt 


ttctgaccag 


gagagcataa 


66540 


tttagactga 


ggagaaaact 


ctttggcact 


aaattcaagg 


acgaatttat 


tgccaaggtt 


66600 


tttaaattgg 


ggtcatggaa 


taacaaaaga 


caaaatcact 


gttcaaatag 


acatttctct 


66660 


aaaagctaag 


ggcataacat 


ttaatcatat 


ttcactaaag 


gcatttcttc 


agggagctga 


66720 


gataaaaggg 


tatattgctc 


tctggtgatt 


caacaatcct 


gagaaaaggc 


ttgtgaagta 


66780 


tagagcagag 


attcttaaac 


tcccttcccc 


aagttataag 


tttcatttgt 


ctatatagtc 


66840 


attcatcaag 


tttatattga 


atttgtgctc 


ttctaatgac 


aaaacagtac 


agacaatata 


66900 


gatatagaat 


gatagatata 


ggtctatatc 


tatagacata 


cctatctact 


agaactctaa 


66960 


aagcatatta 


tacatgtatg 


taatattcct 


catggagttt 


atatttctca 


tatatatctc 


67020 


atatatatgt 


atctctttat 


catggagttt 


atattttagg 


aggtcacaga 


tgataataaa 


67080 


aatataatta 


aaacaggcca 


ggtgtggtga 


ctcacacgtg 


taatcctagc 


actttgaaag 


67140 


gccaaggcag 


gtggactccc 


tgagatcagg 


agttcaagac 


cagcctggcc 


aacatagtga 


67200 


aaccccatct 


ctactagaaa 


caaaaattag 


ccaggcctgg 


tggtgggcac 


ctgtagtccc 


67260 


agctattcag 


gaggttgagg 


caggagaatc 


acttgaacct 


gggaggtgga 


ggttgcagta 


67320 


agccgaggtc 


atgccactgc 


actccagcct 


gggcaacaga 


gcaagactct 


gtctcaaaaa 


67380 


aaaatatata 


tatataatat 


atataatata 


tatataaata 


tatatattat 


ataatatata 


67440 


tataaattac 


atatttataa 


atatgtaatt 


tatatatata 


atatataatt 


aaaacatata 


67500 


ggatttcagg 


tgatgataag 


cactactgaa 


aaaagtaaag 


ctgagaatga 


ggatactgag 


67560 


aagctggttt 


ggaagctaaa 


acacaaagta 


acaaaggcca 


aggtggttac 


atgttcttga 


67620 


ttacatactt 


taaaaatgga 


taaactaaat 


taagactcag 


attctagtct 


ttgggcttca 


67680 


cagtgtgatt 


ttcagcaatc 


acatggcatt 


aatagcctga 


aactacatca 


aaattgtcat 


67740 


ttgatttata 


gaccaaaata 


actcccttga 


atagagaggg 


attcactcct 


aacacttttc 


67800 


ctatttccag 


atgccaaata 


acacggaatc 


tcttgccaaa 


tttgtgtggc 


agaacactgg 


67860 


ttttatatac 


ttatagcctg 


gtaagaaaga 


aaagacatgt 


atgaataact 


tagaaggcag 


67920 


aaaattatca 


tgctattaga 


ctcagtacaa 


tgtcatgtgc 


attctcaaag 


gaaacatctg 


67980 


cagaggcagg 


agaattgctt 


gaaccctgga 


ggtgaaggtt 


gcactgagct 


gagatcatgc 


68040 


cactgcactc 


cagcctgggt 


gacagagaga 


gactgcatct 


caaaaaaata 


aaaattacaa 


68100 


aaataaaaaa 


taaaaaatag 


tgatcaatct 


ggcagcattt 


tctgaaagtt 


aagcagtatt 


68160 


cccaatagct 


gctaaaagaa 


gacatgttat 


ataatactaa 


gtctgtaagt 


aggtaaaaat 


68220 


taagagaatt 


gttaatgtgc 


ttgctgggga 


gtgaaattat 


ctctaggcat 


taccctatac 


68280 


ctaacctagg 


actcagtaga 


ctatgatatt 


ggcgtagttt 


gaccaagaat 


tttatcctga 


68340 
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tttcagatcg 


ttttctcttc 


accagcactt 


cttcaccagg 


attatatgaa 


aaaaattaaa 


68400 


cctgatgccc 


tgaggcatcc 


attatatgtg 


ctgaaataac 


ttcttttctc 


accatctaga 


68460 


atggtactag 


ctatgtacca 


ctcttgtcag 


aatcaaggaa 


attgctactc 


aaatcattgt 


68520 


gcagcttaat 


tttctcacag 


aaggccagtt 


gagaaaggct 


caacttctag 


gaatccagca 


68580 


aactatattt 


tttataagta 


acatttttac 


agaactactt 


ctaaatcctt 


gtgttcaaat 


68640 


ttactaaagc 


tatattcaca 


gctaaatatt 


tcagaattta 


aaatttaaaa 


gactttcaaa 


68700 


ttagttccct 


gtagctgtca 


tgccaaggca 


attagaacat 


atgttaaggt 


atgaggggtt 


68760 


tttcttgtta 


gaaggtcaga 


gcagggcaga 


gaagtagccc 


cttgtatgag 


tgatgaagct 


68820 


cagatattga 


ctcctatgct 


aaccataaag 


cctagtagtt 


tgctcatttg 


ttacctctct 


68880 


gaaacatttt 


tttgggtgac 


tacaaaacag 


gaattgaaac 


cttcaaaata 


agggaatttg 


68940 


aaaccaaatc 


tttgaaaata 


gataatgctg 


caactaaaaa 


tttagttgaa 


taagattttt 


69000 


acattaactc 


tccctaattt 


acgttatgat 


atttgccatc 


tagaagtgtt 


tttaaaaaat 


69060 


atattgctgg 


agtcagatga 


tgcatccatt 


aatctttggg 


gcatagaata 


atgtgaatct 


69120 


aaaattttca 


aattatttac 


actactggta 


tttggtcaat 


gtaatttatt 


tgaaactaga 


69180 


tgcaataggg 


atggccaggt 


tatttcagta 


gaacaactag 


caagacttca 


gatgcatggt 


69240 


ggagtgggga 


aaggaggacc 


tgtttaagga 


aactagagct 


gggaagtgtg 


agattaactt 


69300 


agtgccaatg 


tgaggaccta 


aaaagcagat 


gtggtggaaa 


atttaaacag 


gcttgcctag 


69360 


aaggtcaagt 


tagttgatga 


cacttgatga 


gattgtccca 


agctttggga 


ttctcaacaa 


69420 


agtctttgtt 


agtgagaaat 


ttggaaagag 


atcaggtata 


gttaagaaac 


tgggttggaa 


69480 


aggccaccag 


gaaaggcgaa 


tattctgaca 


caaaatttga 


tcattttatt 


tggaagcatt 


69540 


tcaagcctga 


cctgaacgaa 


ttgtttagcc 


tcagatacat 


gcataaaact 


gtgaaaagag 


69600 


acattgactc 


aatttagctt 


ctttaacatg 


agaaactttc 


gtggaaaact 


agaactttac 


69660 


aagctcagct 


ggtgttgggg 


gcatcattat 


cttgaatagc 


tcactggagg 


aaaatgaaat 


69720 


cttagtttgg 


ttctcaggtt 


ttaaaatatc 


tatcattttt 


gaaaagtgtg 


aagtaacaaa 


69780 


atatgatctg 


attatcttat 


tcctaaaatc 


ctttgcagaa 


ttatcccagc 


ctcaatcttc 


69840 


tctttagtat 


ttaatgagaa 


taagaaactg 


gaaatgactg 


aattggaaga 


gtagacttta 


69900 


aatccatatc 


ttgatggcat 


atacattttt 


cagttttttt 


tctaaatgat 


taatgaggat 


69960 


tctcaaaact 


tgagtatctt 


ctatgtttcc 


cttcaacata 


aagaaattgt 


atgaaaatat 


70020 


tttaaaaatt 


tctaatgatt 


ttatagttag 


ctatcttggg 


aattcatttc 


taatcatgta 


70080 


cctcatccaa 


actccccact 


atggacaaaa 


ataaaataaa 


aattattagt 


tgcatctgaa 


70140 


ggccacatta 


caatttctat 


gcattataga 


aacctgagaa 


aatgtatctt 


aaaaaataaa 


70200 


tgtgaacaac 


taaccataat 


tatgaagaag 


aaaaatgaaa 


actagaaata 


aactattgaa 


70260 
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aaatgtctat 


gtatcagtta 


agtttttatt 


ttaaaattct 


ttatgtttat 


ctctataata 


70520 


ctattgggaa 


agagagaaag 


gaaaacctga 


ctttgttctc 


atccaaagga 


ggtgattcca 


70380 


ctgatttagc 


caaaataaga 


cttcctggtt 


ataataaata 


ataaagtttt 


tgatgttttt 


7 a A A C\ 

70440 


tatatggtac 


cccactcact 


aggtgatcag 


acaccctcct 


gcaaaaaaaa 


aaaaaatacg 


7 A c a a 

70500 


tatgcaataa 


agttaaagtt 


ttatgttatt 


ctttcaaggg 


gagaaacatc 


tgtttaacac 


70560 


agaccagaat 


atttcaacaa 


agtcatccca 


atatttatgg 


agatcataaa 


tcaagcgaaa 


7Af ")A 

70620 


aaatatattc 


atcaacaact 


aaacaaacta 


cattaaatag 


tctcaaagca 


cattttcact 


7ACOA 

70680 


ttttttctga 


caggaaaaca 


ggtttcacaa 


gtgtggagac 


attttaccat 


ggcttttaac 


"7 A "7 yl A 

70740 


agtgaggaag 


gatgtttaaa 


taaagggaaa 


aattatatgg 


aaagctcaga 


gaaaagagat 


70800 


gggtgtggct 


tgagtgacaa 


ggtgagagca 


gatctcatta 


actgaaatga 


gagagaagga 


7AOCA 

70860 


aggaattttg 


caaatatgga 


aagataacta 


gtgcaagttt 


gaacagatta 


tgtcaatcaa 


70920 


tgtagaattt 


ggctatcttt 


ttaatcaaag 


aagactatgg 


aatattttat 


aggtgtttgc 


7AAOA 

70980 


ttatactcaa 


agttttaaag 


aaataacagt 


atgaatttgg 


ttgaactaat 


ttttttcata 


71040 


gataggattc 


tcccaagtta 


tatagcatat 


atatttctta 


actagttatt 


cttcctttta 


"71 1 AA 
/1100 


catatattgt 


gccacattga 


gtaacaacta 


acctgctaat 


agctattggt 


ttttaaaaga 


71 1 CA 


taattaatat 


tagaaagtga 


tcatttttct 


gtttcatatt 


aaacatgata 


ttctgaaaaa 


7 1 *> ") A 

/1220 


gcaacattgc 


ctgaatgttc 


tacattttat 


ctttttgaaa 


acaggtttta 


taagagattt 


7 1 ~i O A 

71280 


cttgtgaaaa 


gctgaacgtt 


ctgacactga 


aataagtcag 


ctaactcaaa 


gctaagctta 


71340 


attttttgac 


actgttggca 


tgaggtctca 


ttcccaattt 


tttcatttaa 


agccacaggc 


71 yl A A 

71400 


aaatgtttta 


acagatttta 


atccgtagta 


caagcattat 


tgatcttaaa 


tttaaggata 


7 1 vl CA 

/1460 


aaaacctgat 


tttaattaga 


atttaatatg 


cattctagta 


tttacgttgt 


ataattaata 


7 1 r T A 

71520 


tttacattcc 


atgattccac 


tatgtaccat 


ttatttcttt 


ttgaataaat 


ttccagtagg 


71 C Q A 

71580 


agcagaataa 


attttcagtg 


aatattttat 


ttcttggggg 


atatttttaa 


atggaaaata 


7 1 C A A 

71640 


tattaagttt 


cggtaaaatc 


tgttgctaat 


ttggcagtgg 


acagaatata 


aaaattggag 


71700 


agactgagtc 


attatgatga 


attgggtctg 


acttttgtca 


tgacactgga 


aatttcccac 


71760 


aaatattata 


ttcttctttt 


ataataaata 


tagtcgaaat 


gaattgcagt 


caagtatttg 


71820 


aagacccatc 


tataaattta 


ggcggttact 


gttgattttt 


cattatgaga 


gattcttcca 


71880 


ctcataagct 


actaaaagta 


cataaagaag 


gtctggttgt 


ttgttttaaa 


tgtgactgtt 


71940 


ctctatcagg 


aaaatgtcag 


gtatccgatg 


aaaatagata 


tatgaggtgc 


caggtatcta 


72000 


ttccaaactt 


ggatatcact 


tcaattagca 


tcatcttttt 


ttttttttaa 


agtgtctaag 


72060 


gttagaatag 


tcaccagata 


ttcccatgta 


tgaagcaatt 


ttctgcaaag 


gccgctgtgg 


72120 
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attctgggag acattgagta aagagaaatt atttaccaga 


72180 


gaatgaagaa 


ccgaggcccg 


attctttggc 


tttctgccaa 


agatgctgaa 


ggcagtgatg 


72240 


aatgacaaat 


acattaccaa 


ggaattctcc 


ctctaagagg 


ctgacaaaga 


tctgattttt 


72300 


aggattatat 


taccaccaag 


aagatacccc 


ttgtcactga 


gcttctaatg 


gaaatatggt 


72360 


ctatactgaa 


acaattctca 


gttctttttc 


tttctatctt 


tttttgagtt 


attttatctt 


72420 


ccaaaaatga 


gttatttctg 


ataaaataat 


tcacttaaat 


aattatgaaa 


gttcaaattt 


72480 


gtgcaaatat 


ttttattggg 


acatcttaaa 


attactctaa 


attcaaaaag 


aaaatatatg 


72540 


ctttattaaa 


atttgatctg 


taagctgctt 


tgtttgtaat 


ttaactatta 


tataaaaatt 


72600 


gtataataca 


tatattttat 


ttactttatt 


cctgtgttgc 


tttggcttgg 


tgagactagg 


72660 


tctccacatt 


aggagtttta 


ctgaatgaaa 


aagtatcaga 


atgtaacatg 


actttgatat 


72720 


ggcatcagaa 


tttaataaga 


tgacatttaa 


taggaattag 


gggtaagttc 


caggttttac 


72780 


acttaaatac 


aaataatcaa 


ttttgcaggc 


acaaaatact 


tcaaacaaaa 


tctgaaatca 


72840 


ttcatttgac 


aaaacttcag 


gtttgcagtt 


gacaataaat 


acaatacaat 


gcaacagtgc 


72900 


aatagtgata 


tctaaatatc 


taatgtaatc 


ataggtaata 


ttagtaagtg 


tgttatctga 


72960 


aatgagtggt 


gtgatatcct 


gctttacttt 


gtactggtga 


gttctgggtg 


ccacctttga 


73020 


aaggaataaa 


gactattcat 


atctctttta 


taagacaata 


agaaaaacaa 


acaaacaaac 


73080 


aaacaaaaaa 


ccacctcctt 


tactttagct 


gagaaagaag 


ttattaggta 


cagcttgaca 


73140 


agttcagcta 


agcatccaaa 


tcttccagga 


ggttgttact 


acataaaatc 


aaaccttttt 


73200 


aattcaacta 


tgagcaggga 


gattttattt 


ttctttcggg 


tactaaagct 


tccaaactct 


73260 


gtttattcca 


caggaatctg 


aacttataga 


actaagagaa 


accattgaaa 


tgctgaaggc 


73320 


tcagaattct 


gctgcccagg 


cggctattca 


gggagcactg 


aatggtccag 


accatcctcc 


73380 


caaaggtata 


tttagaaatc 


atttcatttc 


cacccaatat 


aataggcatc 


tattttattt 


73440 


attaattaca 


gtagaactgc 


atttactcag 


tgtcactgtg 


cattattaat 


acatactagt 


73500 


tgtattaata 


gttgtattaa 


tacatactag 


tagtattaat 


acatactacg 


ttggtattaa 


73560 


tgtgatcaga 


atcctagaat 


tttagaacag 


tgacttccat 


tatcagataa 


tttttaaact 


73620 


gatcttaaga 


aatttggttc 


tatagttgta 


tacacatctc 


tctacttgat 


tcagtggaga 


73680 


tggagatgga 


gtggttggtt 


aatacatgca 


tatctgactt 


caggcaaaac 


aaacccatta 


73740 


atgagtatga 


taatctagat 


ctgtatttaa 


aaatgaaata 


gtcaatatga 


tgatatagta 


73800 


agcagtgggc 


attgggaaca 


acttttcctg 


gatggaggct 


ataaaaaggt 


acatttcctg 


73860 


tagataattt 


tgaaacaata 


aaaacaacgg 


gtgaaaggta 


gctctgtttt 


aaattattcc 


73920 


tatgcttaag 


caattctaaa 


caatgaaagg 


ggtatttctg 


ccactgcccc 


tacccctggg 


73980 


ttcaccactg 


aagaaatgct 


cattattaat 


atcgtgtcat ttttttcctt 
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tacattggtt 


74040 
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cxatttactc 


atttcctgac 


acxxxxcaat 


ggccttcagt 


gagctcagct 


ctttcccagc 


"7 a *t f~\r\ 

74100 


xtaaaaaatc 


y* ^4 *4- y* ^ —1 — ^ «^ 

ctgtcctaaa 


acaxgaaxgc 


/ --4--4~'-i4-4--%.4-/-.4- 

cttattatct 


/ ~-4.s~>4-4--4--4-s-'->4- 

ctcttttcat 


ttccagaaga 


741b0 


attctgagaa 


aaaxtxtaxg 


aagtctxtca 


*^ •4— y** -4— y— -4— y— ^ 

axgxcxxcag 


y™ ^ y* -4* -4- *^ y<4 

ccaxcxtxag 


accactggag 




tgxagcxcct 


-4- -4- 4— y» y— y— ^ yp» ~> 

tttccctcca 


ctccaccaaa 


^ y <^ ^» y>i yA 4- y— 4— 

acaaxgctct 


ccaggatcag 


cagaaactta 


H A 1 O A 

74ZoO 


/— *-\ -f- /-l T 4- ~> 

CaLgdCaCIa 


aaxxcagxaa 


aacgxxxaxa 


T4-4-/~4--t-'>4-4-/^| 

axxcxxaxxg 


xaxxagacag 


— 1 y** *m y« y* y» 

acaxggaaac 




agcaxxxgax 


y-i y* 4- y* 4* 4V y* 

gcxgaxattc 


attxcttcct 


atgxgaaaca 


4-^~y~/-l/-i4-4-4-4-4- 

tccggttttt 


y^ 4~ "% 4— y<i ^ 4— y ri 

ctaatgttcg 


1 A A AA 

74400 


ft ^ *\ ^ ^ *^ 

tgaCd LCd Ld 


— ■ 4-4-/— 4-4-/^«x-«4- 

caxxcxtggt 


ttxxcxxcxg 


txccttxgaa 


•^4--^4-^4>4-4>-4-^- 

atatxxxttc 


'-«4-''-\4-4-4-s~4-4- 

aatatttctt 


/ 44t)0 


ttg taaattc 


y +■ s~ 4- 4- 4- 4- ./-■ -4- 

actcttttgt 


atccatttgt 


taattgttga 


tatcctaagc 


^^-4- ^-4-4-^>^><^4- 

tctcttccat 


745^0 


tatgattcta 


tgcatcctat 


ttaaaatata 


tagaaaatca 


tctcatactc 


tagctgtaat 


7/1 rOA 

745oO 


4-4 v -4-4--^4-4--^ -» 4- 

ttt tat taat 


gtgctaatag 


ctaataactg 


tcaaatctag 


gtctccaggc 


caggctctgt 


74640 


*x 4» ^ 4- y» y* a y* 4» 

atatccagct 


accaagagag 


aactccacgt 


yttf yj« #^ -4- ^ yn ^» 4» 

ggaxatcttt 


ggatgtctgt 


tttgcatctt 


7 /I 7AA 

7 4700 


ddaCCIdaCI 


xcxccaaaxt 


xgcacxxgxc 


txcxgxcxca 


y*( y-» y^- -4/» y*« y» y»* y* 

gaccxgcxgc 


4^ y* y» -4— 4— y- ~i m ^ m 

tccxtcagtg 


7/1 7CA 

/4/bO 


cxcxxxgccx 


y*» ^ y* -4— /■"■ ^ ^ — | y« 

cagxagatag 


caccaccatc 


>~4-4-v- / ~'^4-4-4-t 

cttccattta 


gccagaaatc 


taagtattct 


7/i o on 


tcataactcc 


-4>- y» y* 4^ ^ y» y»» -4- y» 

tccxctcctc 


attgaataaa 


^ ^ 't y^» y^> ^ m n 4* 

ttaccaagat 


ccgttgatcc 


cattccttaa 


~7 A Q Q (\ 

74880 


did XC XC X tg 


gaxcxgxxaa 


-4--f--f--4-/--4-^--4-/-^ 

ctxxxcxcxg 


-,4-4-4-4--»y~4-^-4- 

axxxxacxcx 


4- /v y~- y» *^ -4— y» y^» -4- 

xgccatccat 


cacctctctc 


7 /I Qyl n 


/— +- /"I ^ -«% 4— rf"* 

ctgaaccatg 


y™* x** ^ y— ^ ^ y~ y* 

accacaaacc 


ccxaaaxagc 


cttccxcttc 


4-4--^ '^4>^>4r4>'^4> 

ttaaxcxtat 


cctgctttac 


7 c Ann 
71)000 


o s~ f~ ~k 4~ 4- 4^ 

accagxcxxc 


*^ y* y-» 4- y» *^ /■-■ y** 

acgcxgaagc 


cagaaxagxc 


^ 4— 4V ^ ^ yv| a * * y— 

at taagaaac 


acatctacag 


gtatcccatt 


7 CACA 

/ bObO 


. , -4-4-/-I/-/-4-4-4- 

caxxgccxxx 


agaaxggaax 


^ *^ /*1 *^ y— 4— y— y^- ^> 

acagacxccx 


cagcatgaca 


taatctctct 


tcaccagctt 


7 C 1 "> A 

7blz0 


CdLLLdllCd 


acddaxaxxx 


axxcaxaacc 


-4" •4— *^ ^ y^« yr» 

aatxaagxgc 


cagatgatgc 


acatatagac 


7 r 1 on 


IlLLtgLLCI 


gxxgxxgcax 


xgcaxaxxcc 


axaxxxcagc 


tatccxgaat 


•4-y> t 4~4-4-4- / ~-« ^ -4- 

tgtttxcaat 




-4- 4- ^ y ^ ^ ^ y* 

tattcaxaag 


xxcxxxaxga 


-» -4--t-/-l-4-/-i-4-4~/ > 

axxgxgxxca 


*^ 4« y-» y* a ^ 4^> y^i yn* 

ttccaxttgg 


aatattctac 


cttgtttgat 


7 C 5HA 


cagca xaaag 


acxxxxcgag 


acacxgcagc 


^ /"* y* ^ yt ^ y<« ^ y-» 

agcagxgaac 


y^. 4— a ^ ^ 4» <4— m 

ctaaatatgt 


ttccttgacc 


7 C "3 cn 
/D3D0 


cc idCd x xga 


axgacacccc 


cxgxgaxaxg 


xttcxggaag 


y* y« y* ^ ^ -fr- ^ y* <4* 

cagcaaxact 


4.^>y~^-4-4-y-4--4-- l 

tcccttctta 


7 c a *>n 


aaaxxacaxx 


axacxxxggg 


/- ■»- 4- 4- 4- -i 4- 4~ 4- 

gcxxxxaxxt 


aaggxatgtc 


4-4»4>^*^-4-n'^ 4>4^ 

tttcctgatt 


tacaatagta 


-7 r /I OA 

/ b4oO 


gagcxxgxxx 


XXXCdCCCXX 


xxgaaagdca 


•4— y» ^ y^( ^> ^» y 1 ^ y"> y* 

xcaagaxgcc 


catgaxgaxg 


tcttgcatgt 


7cc/in 
/!>!)4U 


aacaggggtt 


tatttgaatt 


tttaaaagaa 


gaataaagta 


atttttaaat 


gaatttcaat 


75600 


ttaaatttta 


ggaaaacaat 


tatataaagt 


gagatatgct 


taaattgaag 


gacaaagtag 


75660 


ttctgtaggg 


gctacttctt 


tcaagacttt 


agcaactttc 


catgtggggg 


agtgatttat 


75720 


gtgatgcatg 


gaaaattact 


gcatatttaa 


agcttatctt 


agagctataa 


taaagcagct 


75780 


tatgttctaa 


atcttcatgt 


cgtaaatagg 


tccagaaggg 


atttaaaaag 


ccttaatcct 


75840 


tactttaaca 


cagcacaagt 


cactgaagtg 


aaacttgctg 


aaaggattcc 


ttttatgtta 


75900 
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ggcaacaggt 


agctgaatat 


atctacagaa 


attgaaaaat 


tggaattctt 


ttgctcagaa 


75960 


atgtgggagg 


ggtggagctt 


aaggtaaaaa 


ataacagtta 


atatctaaat 


tgatcaagaa 


76020 


atatgaaaaa 


ataatttgct 


aggttttaaa 


actaacaaaa 


accatggtta 


taaaggtttg 


76080 


aatatatata 


ggatagttag 


attgtatttc 


tgtaatatta 


aaactcagca 


ttaaatttaa 


76140 


tgaacacaaa 


gtgattctta 


tcacattgac 


cattgacatt 


acatggaaaa 


aatagtcagt 


76200 


tggactaatt 


atgtgtcttt 


ccatgggtta 


ttaaggtaat 


tgtatggcat 


ataaatttat 


76260 


actggaaatc 


acattgaaat 


tcacttttag 


aggcccttaa 


aatatttctg 


taatatatat 


76320 


ttttaacata 


tgatcttaaa 


agatatattt 


ggaatgacac 


aacagtttta 


tagacaggcc 


76380 


tgactatcac 


acaaccacac 


accaatttgt 


gaatgtgttt 


ctatttcctc 


taaattaatg 


76440 


catcacattc 


attaacaaag 


tttgataaat 


gactatagtc 


tataataaaa 


tatttttgtt 


76500 


tacaaacata 


tttaaacacc 


tgctattaag 


tataggcatt 


atcagatctt 


aaaatacaaa 


76560 


gatttaaaaa 


attaccctgt 


ggtcatggag 


ctcacaatcc 


actgcaaaaa 


taatgtttgt 


76620 


gataagaaat 


ttgaaagttg 


aaggtaatag 


aaaattttac 


ctttattttt 


caaaatgtac 


76680 


cattgctttc 


taagtcacta 


cttctgtgta 


aatatggaat 


tgtttttcct 


taagatatac 


76740 


caaatatagt 


tggataacgc 


atgtattaaa 


attctgtcag 


cactaagttg 


ttttttagac 


76800 


atagtgatag 


gcaaacatag 


ttatattgaa 


tgaaaaatta 


gaatcaaatt 


tattaaacac 


76860 


tgtgtactga 


ttgataccac 


atgccatatg 


cttgtatagc 


aatacaaggt 


ttggaattta 


76920 


taatggtaaa 


caaaatagat 


acggtctttg 


tctccataga 


acttttagtc 


tagtgggaga 


76980 


gcagaaggta 


aaggaatgta 


tgtgatcatt 


ggtgaagctg 


aacatgtata 


cccaaacagt 


77040 


tataagttcc 


aagatggaca 


ataatgggtg 


ccatagggaa 


ggagggtacc 


aaggaaccta 


77100 


ctggaggtta 


catagggaag 


attattccaa 


ggtagtaata 


tttaagtgaa 


tatccaagga 


77160 


ataattgtca 


atcactttat 


aagtactgag 


ggaggagtat 


ttcaaaagag 


ctttgaggcg 


77220 


gaaaataaat 


tagttccttt 


atggaactaa 


tgtaaggaaa 


atactaagca 


aacatgtaat 


77280 


aagaagaaca 


cggttgatga 


gttaagaact 


gacaagatta 


ctgaaggatt 


gtaggccata 


77340 


tttagaagtt 


ggatttttta 


tctattctta 


ttaaagtgag 


aagttattga 


aaggtcttaa 


77400 


gtgggggagt 


gatgatgaag 


tttgcctttt 


aaaaaagatt 


tttctagcta 


ttgtttatag 


77460 


aatggtttga 


agatgaataa 


gtccaatagc 


tatacttgct 


gtaaaggtta 


tgttggtagc 


77520 


ttgaactggg 


gcagtggtga 


cacagaggat 


gggagatgga 


aaatgacgag 


tgaacaaaca 


77580 


catacctgaa 


aatttaagtt 


taaaaataga 


cctctccatt 


aattcagatt 


gctgatattc 


77640 


attcggttag 


ccattcttta 


ctgaacttta 


tgatgcccca 


tatactgaat 


taaatactta 


77700 


caagcactaa 


aaaagaaatt 


gttagggaac 


agtaaaatgc 


atttccttca 


tttcacaata 


77760 


ttattaatat 


tatggctttg 


ctaatcttta 


ttggtgaatg 


cagtcataat 


tgaaggtaac 


77820 
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tgatacttcc 


aaggactact 


tttgacctag 


gattactatc 


tttttaaaaa 


tttagtatta 


77880 


aagaagtcaa 


acacaattta 


ttaattctgg 


atataataaa 


aattctgaaa tactttaata 


77940 


ctttgtgctt 


ttctatttgt 


gaaagttaat 


tattaggaac 


gagctagcaa 


atgctacttc 


78000 


tttttcaaaa 


agctaatggc 


caatcacagc 


aaaaatttaa 


agcactaaga 


aatacctaca 


78060 


catattcttc 


tattgcccat 


ttatatgact 


tccataatag 


ttgattaaag 


gataccggat 


78120 


tcctttattg 


ttgaattaaa 


acctcctaca 


tgaaaacctt 


gatttaggtt 


taaaaattaa 


78180 


taatgttttg 


gcatgcaaaa 


ccagttaatg 


ttctcatcat 


tactttttaa 


aacaatgtta 


78240 


agagatgaat 


tctagggatt 


ataaaaaaaa 


aaaagctgta 


tgtgtttctt 


cctataaaat 


78300 


ttttcagcat 


gattgcctca 


gtagaaaaat 


taagggactt 


attgatatat 


atatatataa 


78360 


aggtgaggat 


acacatatac 


acacacacat 


atatatgtag 


gtaaatacat 


atattacatg 


78420 


tctatcaatc 


catacatact 


catttattat 


acgttttgaa 


agcaaccagt 


tatagttttg 


78480 


ttgccatgga 


tcatttttac 


tattcagtaa 


atcagtcaat 


tgaagaggct 


tgattttatg 


78540 


gtattagttt 


tttggaaact 


gtcagcttta 


tagtaaattt 


tgacatctta 


caacttccac 


—j o f~ r\r\ 

78600 


tgagattttt 


ttgcttgact 


aatctgcctt 


gatgccaata 


agtatattaa 


caaaaataaa 


78660 


ctaaaagcaa 


atgtgacttg 


aagcacaatt 


ttgtaaattt 


tcttagtgtc 


tcagtaatac 


78720 


ttaatactag 


tgcattttag 


gtaggaaaat 


tttcagtttg 


ttttatttta 


aataactata 


78780 


aatcttatag 


ttgcttgtat 


aaaagaaaca 


gataccttta 


acatgattaa 


atatcaaatg 


78840 


ctattctctt 


caaaatatct 


taactaaaga 


agcactgcct 


gctcttagaa 


gttaagcaag 


78900 


gccataccat 


atgctgcgta 


catggctttt 


aacacaatgg 


atattagaaa 


cagcctaagg 


78960 


ctgagcctgg 


ctccactatt 


tttcagctat 


gtgaccatgt 


aaaaattaca 


tttaataatt 

w *— ^ ^A \M LA IA V* L. 


79020 


aaactcattt 


cagtagtttg 


ctttaagaat 


aaaattaggt 




ra1"a1~raaor 


79080 


atattgtaaa 


acctagtttg 


attattattt 


gttattggta 


ttactattac 

^ \- (A V^> I- LA L» L> IA V_ 


tattctataa 

\, VA ^ I. V# V_ KJL L- IA LA 


79140 


taagtcatgg 


gcaggcagta 


ggggtacatt 


ggaagaattg 


cactatctta 


aatatgtcct 


79200 


ctgtttaact 


cacaaactca 


gtctacctag 


gctttctttg 


gaggatctgc 


ctttcattgg 


79260 


ctgtttgact 


ttggccaagt 


tacttaactt 


cttttcactt 


cagtttcctc 


atctgtgaga 


79320 


ttatgtgctt 


acatgacttc 


aggttttgtt 


ttggctctaa 


tatggtatga 


ttctatgaaa 


79380 


tggaaagtta 


atacatttgg 


ctctagtaac 


tgtatttgaa 


gcacaaatat 


taaaaagcac 


79440 


aattaattct 


cattctgagt 


ttccatttac 


tcttttaaat 


taatcattca 


gaataaatca 


79500 


ttttggaaga 


gctgcttgat 


ccaggtattc 


agtagaaatc 


actagcatag 


catttaattt 


79560 


tagacaaaac 


tgagaactca 


ttaaactgcc 


agggctatgg 


acttatatga 


gattctcatt 


79620 


aaatcttaat 


gtagataact 


cagttaatta 


aaacaaatat 


ggttgtactt 


tattaaactt 


79680 
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ctaaagtcaa 


aactgcattg 


aaattatctg 


tacaaagcct 


tgttgacctt 


tattagagaa 


79740 


ctgcctctca 


aaagacctaa 


aagacttatt 


tgttcagatc 


gagactcttc 


atgagccaat 


79800 


gtgatactct 


ccctctattg 


ctagatcttc 


gcatcagaag 


acagcattcc 


tctgaaagtg 


79860 


tttctagtat 


caacagtgcc 


acaagccatt 


ccagtattgg 


cagtggtaat 


gatgccgact 


79920 


ccaagaagaa 


gaaaaagaaa 


aactgggtaa 


gttaccatcc 


ttcatctaat 


tcagaagctt 


79980 


attaatgcat 


aatgtgttag 


gcctttttct 


ttggggcttt 


agtgatctgc 


agtagtttac 


80040 


aaagggtccc 


attcaagcta 


ctgagacctc 


aaatgctgca 


ctcatcacca 


aaattggagt 


80100 


ggcatgtact 


gaaaagcata 


cattttaatg 


ttgggactaa 


acttgggttt 


gaatcaccac 


80160 


tatatctaga 


ccttttgagg 


ggcctgaatt 


ttctaaccaa 


taaaaagaca 


gttaatagca 


80220 


actatattta 


tttgtgaata 


tcatttattc 


acagatgtta 


tctaattttt 


ctatagtata 


80280 


actatacaaa 


ctatgtagta 


taactataga 


gttatactaa 


agaaaaataa 


gataacatct 


80340 


gtgaataaat 


ggcttaaaat 


aggggtttat 


tgtgggcata 


gagatgaagg 


aaaagtgaaa 


80400 


aaatgatgat 


gatggtgatg 


atgatggtga 


tagtggtctt 


ggaggaaaag 


gagaatggga 


80460 


gttaataaag 


ggaaagaata 


aacaatgaaa 


ctctcattcc 


acctttggaa 


tcgacagggc 


80520 


ttaccgtgtg 


aatagtttca 


ccctaaaaga 


aatcaaccac 


attagtgtct 


gcttgatgtt 


80580 


tttaaccaag 


agaatatagc 


agaaatatag 


aaatgcactt 


taacagaact 


gtaccttaag 


80640 


tttgctagtg 


atataattta 


tgatattgat 


caatagctaa 


atagcccagg 


ggaagatact 


80700 


gttactgcga 


aaaatttaaa 


aacaatggag 


tcaatgattt 


cttttaatac 


caaaaaaaaa 


80760 


atgtagattt 


tgagtaaata 


caactcttga 


tgaaatccag 


acataattat 


cagaggattt 


80820 


tactggagtg 


ctttctacaa 


ataatgaaag 


aaatatcttt 


ttatcttaaa 


aaatgtttat 


80880 


acaggtaata 


ttttaaaata 


ctgatcagcc 


ttcattccct 


tgatttgtaa 


ttccacactc 


80940 


tttcatgttt 


ctgcaaggtg 


aactctagag 


gaagtgaggt 


gaanataaac 


cgtggacaat 


81000 


ttggcatgga 


tntataaaaa 


aaccctacct 


tggcatgaat 


gctatccatt 


ttggcagtag 


81060 


gcttttatac 


cttttaaaac 


agattacctt 


gtatgtcttt 


tctttgtgtc 


ttttcatttt 


81120 


aatctcaaat 


tttaaagaga 


tgtaaaacca 


ctttctgaat 


agagctgtag 


gggataccaa 


81180 


ttctggtttt 


gagtagtctg 


gggttggaaa 


atttgaatag 


aaaaatcaca 


attaatgaag 


81240 


tgttaggtga 


atttgatttc 


attttgcttt 


ttaagtttgt 


actgtcagca 


ggacatgact 


81300 


tgattgtagc 


gctaaagtgg 


ccatttaaaa 


caaattgcct 


tgaagagaga 


agcattggga 


81360 


atggagatc 












81369 
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